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HLEPVLS|AHISK FKDDE§Y RIFEHVVWEGNEMIGYL.ARLAAAV MA IERIDIMANSHIFDAMVNQKIRLEY @y BLKKWLEEQT
HLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLTLARLAAAVDMAAADSKDVANSHIFDAMVNQKIKLQ PEVLKKWLGEQT,
HLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLTLARLAAAVDMAAADSKDVANSHIFDAMVNQKIKLQNPEVLKKWLGEQT
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AFDGKKVLAA E PESQARALWNM ELTRINFQIBGTPTVIVGGKY@MVEF|SDW SGMETIDNLYDKVREEQKESEQ 231
AFDGKKVLAAYESPESQARADKMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ 232
AFDGKKVLAAYESPESQARADKMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ 232

X non conserved
B similar
>50% conserved

158
159
159



