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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ..DATKKEVPLGVAADANKLGTIALKP......DPADGTADITLTFTMG...GAGPKNKGKIITLTR............T 127
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NTDB id 1274 LPP RS09530 WP 011214168.1 V................SPAATPNVASI..AIGA..NGVI..TITY.TA.......AAGGGTIVMTPTL.........QA 112
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V................SPAATPNVQSI..AIGA..NGVI..TITY.TA.......AAGGGTIIMTPTL.........QA 112
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