RAL DRFLLIR

L EK/SGCUVACQYPYCGVRSGLRIINVLKLWD
NTDB id 154115 DE10444 RS03130 WP 010981060.1
NTDB id 1127 NGFG RS10560 WP 003703428.1 MMPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA
NTDB id 1126 NGFG RS09375 WP 003703428.1 MMPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA
NTDB id 1125 NGFG RS07215 WP 003703428.1 MMPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA
NTDB id 1108 NGFG RS06525 WP 003703428.1 MEPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINA
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NTDB id 154115 DE10444 RS03130 WP 010981060.1 LSRR NRICRNe) -y N .V WY IRG: Y NI [T NN AN TI QA CaNe AW VORIV EAACT VYV (e T VO AAN T D)Q
NTDB id 1127 NGFG RS10560 WP 003703428.1 ASQQELEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK
NTDB id 1126 NGFG RS09375 WP 003703428.1 ASQQELEALPGIGPAKAKATAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK
NTDB id 1125 NGFG RS07215 WP 003703428.1 ASQQAELEALPGIGPAKAKATIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK
NTDB id 1108 NGFG RS06525 WP 003703428.1 ASQQELEALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK
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