
logo MKRRKMLNVPKGGSYDGMKGFTI IVEFLVAGLMLSMVIVL IMAVGVSSYFTSRKLNDAANERLASAEQQDLRNAATL IVRDARMAGGSFG
NTDB id 154074 DE8669 RS04825 WP 065826047.1 MRRKMLNVPKGSYDGMKGFTIIEFLVAGMLSMIVLMAVGSSYFTSRKLNDAANERLSAQQDLRNAATLIVRDARMAGGFG 80
NTDB id 1138 NGFG RS02430 WP 003694978.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFG 80
consensus !*!!!!!!!!! !!!!!!!!!*!!!!!!*!!*!!!*!! !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!

logo CFNMSEHI
P
A
G
N
TDVVFSDNVAQKNARLSFSLKRNGSTNS ITDNKL IP IATESPSNIGNYPQGNFFTQRVLSNSAL I FQYGIDDVDNASADTTVVSSCAAK

NTDB id 154074 DE8669 RS04825 WP 065826047.1 CFNMSEHPATDVVSDVAQKNRSFSLKRNG...IDKLIPIAESSNIGYPGFTQRLNALIFQYGIDDVNASADTTVVSSCAK 157
NTDB id 1138 NGFG RS02430 WP 003694978.1 CFNMSEHIGNDVVFNVAQKNALFSLKRNSTNSTNKLIPITESPNINYQNFFQVSSALIFQYGIDDVDASADTTVVSSCAA 160
consensus !!!!!!!** !!! !!!!! !!!!!! *** !!!!! !!*!! !* ! ! !!!!!!!!!!! !!!!!!!!!!!!

logo IASKPGKKQIPSTLEQENAKKSAELKQINQNDSDDKEKQNGNIATRQRHVVNAYAVGKR IAGEEGLFRFQLDNDDKGKQWGNPQLLAVKKI
V
K
N
K
RMDRI

VRY
NTDB id 154074 DE8669 RS04825 WP 065826047.1 IAKPGKKISTLQEAKSALQINND.DKQNGNITRQRHVVNAYAVGRIAGEEGLFRFQLNDDGQWGNPQLLVKKINKMDIRY 236
NTDB id 1138 NGFG RS02430 WP 003694978.1 ISKPGKQIPTLENAKKELKIQNSDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGKWGNPQLLAKKVKRMRVRY 240
consensus ! !!!! !*!! !! ! !*! * !!!!! !!!!!!!!!!!!*!!!!!!!!!!!! ! ! !!!!!!! !!* *! *!!

logo IYLLVENPGTPPTNSPQYI
V
S
YGCPEDDEDAGKEEQTFKYTDKFDSSTNAVTPAGVEVLLDSSGSTDATKIAASSDNHI IYAYR IDNAT

NTDB id 154074 DE8669 RS04825 WP 065826047.1 IYLLVENPGTPPTNSPQYIYGCPEDDDAGKEETFKYTDKFDSSTNAVTPAGVEVLLSSGTDTKIAASSDNHIYAYRIDAT 316
NTDB id 1138 NGFG RS02430 WP 003694978.1 IY................VSGCPEDEDAGKEEQFKYTDKFDSS...VTPAGVEVLLDSGSDAKIAASSDNIIYAYRINAT 301
consensus !!***************** !!!!!*!!!!!! !!!!!!!!!!***!!!!!!!!!! !!*! !!!!!!!!*!!!!!! !!

logo I RGGNVCANRTL
NTDB id 154074 DE8669 RS04825 WP 065826047.1 IRGGNVCANRTL 328
NTDB id 1138 NGFG RS02430 WP 003694978.1 IRGGNVCANRTL 313
consensus !!!!!!!!!!!!
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