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NTDB id 154054 DE8669 RS00260 WP 079870325.1 EGSFMPDTSEWKKVLLPWTVRASNDDGQFNTFNKEEN.NGKPKYSQKYRSRDSSKHERNLGDIVNSPIVAVGGYLATSAN 556
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logo DGMVHI FKKQGSNGGVDEKRNSYNSLKLSYIPGTMPRKQDYFIDQNDTTSALKDESTLAKDELVRATFAEKGYVGDRYGVDGGFVLRKQVDENLWKNGQ
NTDB id 154054 DE8669 RS00260 WP 079870325.1 DGMVHIFKKGNGVDERNYSLKLSYIPGTMPRQYFDNDTSALKDSTLAKELRAFAEKGYVGDRYGVDGGFVLRQVE.WKGQ 635
NTDB id 1090 CAA90909.1 1..3114( ) DGMVHIFKQS.GGDKRSYNLKLSYIPGTMPRKDIQNT.....ESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDNLNGQ 601
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logo NRVFMFGAMGFLGGRGAYALDLTKADEGNGSDPTAVSLFDVKDNDNGKNKNGNNRSAVELGYTVGTPQIGKTHDGKYAAFLASGYATKETI
NTDB id 154054 DE8669 RS00260 WP 079870325.1 NRVFMFGAMGLGGRGAYALDLTKAENGDPTAVSLFDVKNDKNKGNNSAELGYTVGTPQIGKTHDGKYAAFLASGYATKTI 715
NTDB id 1090 CAA90909.1 1..3114( ) NRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSLFDVKDNGNNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEI 681
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NTDB id 154054 DE8669 RS00260 WP 079870325.1 .DSTDNKTALYVYDLESSG..TLIKKIDVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGSMYRFDL.....KDWSVRTI 787
NTDB id 1090 CAA90909.1 1..3114( ) ITSGDNKTALYVYDLEGNGTNNLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTI 761
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logo FESGNTKP ITSAPAI SQLKDKRVVI FGTGSDLSEEDVDLNMTDEEQYIYGI FDDDTAATSTGNVDTVKNFLKSDGLSGGGLLEQVLERQRDNDKDNKT
NTDB id 154054 DE8669 RS00260 WP 079870325.1 FSGNKPITSAPAISQLKDKRVVIFGTGSDLSEEDVLNTDEQYIYGIFDDDTAASNVDVKLKGLGGGLLEQVLEQ..KDKT 865
NTDB id 1090 CAA90909.1 1..3114( ) FEGTKPITSAPAISQLKDKRVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATTG.TVNFSDSGGGLLEQVLRRDNDNKT 840
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logo LFLTDYKRSDGSGNKGWVVKLKDGQRVTVKPTVVLRTAFVTIHRKYKTDGTDNGKCGAETAI LG INTADGGKLTKKSARP IVPDEAT
NTDB id 154054 DE8669 RS00260 WP 079870325.1 LFLTDYKRSDGSGNKGWVVKLKDGQRVTVKPTVVLRTAFVTIRKYKD.NGCGAETAILGINTADGGKLTKKSARPIVPDT 944
NTDB id 1090 CAA90909.1 1..3114( ) LFLTDYKRSDGSGNKGWVVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEA 920
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logo NTAVAQYSGHKKGTNGKS IP IGCMQKGSNE IVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPADGKRASGKNNR
NTDB id 154054 DE8669 RS00260 WP 079870325.1 NTAVAQYSGHKKGTNGKSIPIGCMQKGNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPDGKRAGKNNR 1024
NTDB id 1090 CAA90909.1 1..3114( ) NTAVAQYSGHKKGTNGKSIPIGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNR 1000
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logo CFSQKGVRTLLMNDLDSLDITGPTCGMKRI SWREVFFYO
NTDB id 154054 DE8669 RS00260 WP 079870325.1 CFSQKGVRTLLMNDLDSLDITGPTCGMKRISWREVFF. 1061
NTDB id 1090 CAA90909.1 1..3114( ) CFSQKGVRTLLMNDLDSLDITGPTCGMKRISWREVFY* 1037
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