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NTDB id 153949 amyaer RS18845 WP 046663203.1 MAKSRTIYICSACGAESPQWLGKCPSCDTYGTLEEQVVAGGNNPAVNRPGWQNSRPNNGKGQRNPQPRISVRFSEITQYE 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPA..NRRAAFSHSV....QTVQK.....PSPITSIETSE 69
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE.......KTK.....PMKLAEVTSIN 66
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE.......KTK.....PMKLAEVTSIN 66
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE.......KTK.....PMKLAEVTSIN 66
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE.......KTK.....PMKLAEVTSIN 66
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE.......KTK.....PMKLAEVTSIN 66
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVK..NARVSLTGE.......KTK.....PMKLAEVTSIN 66
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NTDB id 153949 amyaer RS18845 WP 046663203.1 QERFPSGYGEFDRVLGGGIVPGSLVLIGGDPGIGKSTLLLQVTNQLAQRLPRILYVSAEESGQQIKLRAARLGVGVVPVE 160
NTDB id 125 BSU 00870 NP 387968.1 EPRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGI...... 143
NTDB id 279 KZH43 RS00140 WP 074017595.1 VNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD...... 139
NTDB id 238 SPD RS00140 WP 074017595.1 VNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD...... 139
NTDB id 204 SPR RS00140 WP 074017595.1 VNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD...... 139
NTDB id 169 SP RS00155 WP 074017595.1 VNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD...... 139
NTDB id 509 SM12261 RS00130 WP 078228442.1 VNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD...... 139
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD...... 139
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NTDB id 153949 amyaer RS18845 WP 046663203.1 SENNGNGKEKKASESTPELDNHLYVLPETDLEEILRELESLRPQVAVIDSIQTLYFGALTSAPGSVAQVRECTSALMQVA 240
NTDB id 125 BSU 00870 NP 387968.1 ..................NNPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIA 205
NTDB id 279 KZH43 RS00140 WP 074017595.1 ..................IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLA 201
NTDB id 238 SPD RS00140 WP 074017595.1 ..................IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLA 201
NTDB id 204 SPR RS00140 WP 074017595.1 ..................IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLA 201
NTDB id 169 SP RS00155 WP 074017595.1 ..................IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLA 201
NTDB id 509 SM12261 RS00130 WP 078228442.1 ..................IDSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLA 201
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ..................IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLA 201
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NTDB id 153949 amyaer RS18845 WP 046663203.1 KRENITLLIVGHVTKEGAIAGPRVLEHLVDTVLYFEGDRYASHRLLRSVKNRFGATHEIGIFEMVDHGLVEVENPSELFL 320
NTDB id 125 BSU 00870 NP 387968.1 KTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFL 285
NTDB id 279 KZH43 RS00140 WP 074017595.1 KTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFL 281
NTDB id 238 SPD RS00140 WP 074017595.1 KTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFL 281
NTDB id 204 SPR RS00140 WP 074017595.1 KTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFL 281
NTDB id 169 SP RS00155 WP 074017595.1 KTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFL 281
NTDB id 509 SM12261 RS00130 WP 078228442.1 KTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFL 281
NTDB id 537 SMSK321 RS07120 WP 080550752.1 KTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFL 281
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NTDB id 153949 amyaer RS18845 WP 046663203.1 GNRDEFSPGTATVVACEGTRPIVVELQALVSPTSYASPRRSTTGIEYNRLQQILAVLEKRVGIPLSKLDAYVASAGGLGV 400
NTDB id 125 BSU 00870 NP 387968.1 EERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKL 365
NTDB id 279 KZH43 RS00140 WP 074017595.1 EERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKL 361
NTDB id 238 SPD RS00140 WP 074017595.1 EERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKL 361
NTDB id 204 SPR RS00140 WP 074017595.1 EERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKL 361
NTDB id 169 SP RS00155 WP 074017595.1 EERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKL 361
NTDB id 509 SM12261 RS00130 WP 078228442.1 EERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKL 361
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKL 361
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NTDB id 153949 amyaer RS18845 WP 046663203.1 EEPAADLGVAIAIVASFRDRVVDPRTVLIGEVGLGGQVRLVSQMELRLKEAAKLGFKRAIVPRGQVYPED..VGLEIVPV 478
NTDB id 125 BSU 00870 NP 387968.1 DEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGV 445
NTDB id 279 KZH43 RS00140 WP 074017595.1 DEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGV 441
NTDB id 238 SPD RS00140 WP 074017595.1 DEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGV 441
NTDB id 204 SPR RS00140 WP 074017595.1 DEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGV 441
NTDB id 169 SP RS00155 WP 074017595.1 DEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGV 441
NTDB id 509 SM12261 RS00130 WP 078228442.1 DEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGV 441
NTDB id 537 SMSK321 RS07120 WP 080550752.1 DEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGV 441
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NTDB id 153949 amyaer RS18845 WP 046663203.1 GKVIEAIVAAIPPQQRFGEDMEDEEGEGQE 508
NTDB id 125 BSU 00870 NP 387968.1 ANVAEALRTSLGG................. 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 TTIQEVLKKVFA.................. 453
NTDB id 238 SPD RS00140 WP 074017595.1 TTIQEVLKKVFA.................. 453
NTDB id 204 SPR RS00140 WP 074017595.1 TTIQEVLKKVFA.................. 453
NTDB id 169 SP RS00155 WP 074017595.1 TTIQEVLKKVFA.................. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 TTIQEVLKKVFA.................. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TTIQEVLKKVFA.................. 453
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