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NTDB id 153936 amyaer RS05860 WP 046661365.1 .MMKPDSD....HFFNEDL.EQLLESLEDKDTDGDETLDELSF..LFEQ..........SSPPAARYGASLDQTLSFLPL 62
NTDB id 1419 SGL RS12550 WP 010873252.1 MTSDPNPAQAFENWFEEEEGDDAFTSLIAG.EETNSGIEELDFGDLFEGEPTVIQGEGFGSPSSGEEDPPVRMTLDFNSP 79
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logo EAQELDEAELFGTDESDIAPTTAIDPFESSN
SWELEAIADQTMMEADPLAS IPETNANDPAFYQSTARGGTALDPDKNSEPEDLWADEYLEQDSLLLENAAGVGRDSVE

NTDB id 153936 amyaer RS05860 WP 046661365.1 EQELEELFGDSI............NWEEAAT..............NDFYSTRGTAPKSEPEDWDYLESLLLENAAVRDSE 116
NTDB id 1419 SGL RS12550 WP 010873252.1 EAELDALFTDEDAPTTAIDPFESSSWLEIDQMMEADPLASIPETNAPAYQTAGGLDDN...DLAELQDLL....GVGDVE 152
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NTDB id 153936 amyaer RS05860 WP 046661365.1 AIITI................SNPNFYDSLEDLEAFLEKPTPPEQSPLPDIFESLEVFLWESTAAAPVAATEPLQRLESL 180
NTDB id 1419 SGL RS12550 WP 010873252.1 PAITNPGLHSFAGADRVTPLTNEVLLFAAIDDLDGLINAPVLDEEFSFT....ELETLIDTPAPKSFATISHPFR....L 224
consensus * !! **************** * * **!!** * ! **! * ***** !! * * * * **! ****!

logo

E
P
IA
V
A
P
E
M
E
S
E
S
D
PEDEFKDLEAKLLEEQATDNQSSVLMAGAGGTI

PAAGMSFGSGPAPRVGLLPANNRLPRPQLVKVSKRASFEQTMRVP IKQLDNLSNL IGELVI
VKRNRLE

NTDB id 153936 amyaer RS05860 WP 046661365.1 EIAPESSPEDEFKDLEKLLEETNQVMAATPAASFSPPVGLNNLRPLVSKAFEQTMRVPIKQLDNLSNLIGELVIKRNRLE 260
NTDB id 1419 SGL RS12550 WP 010873252.1 P.VAMEEDEDEFKDLEALLEQADSSLGGGIAGM.GGARLPARPRQVKSRSFEQTMRVPIKQLDNLSNLIGELVVKRNRLE 302
consensus ** * *!!!!!!!! !!! *** *!* * ** * *!** !* !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo

E
Q
D
EQDERLRLQFLDNLLNQAVQNLSDVGAGRMQDELYERTLLEGALLASGRNSSTNSGSARHIHSSKTGTYGPDGAVKRGI ETANQSSGSDSSTAMMNDTGQEPLDALE I

M

NTDB id 153936 amyaer RS05860 WP 046661365.1 EEQDRLRLFLDNLLNQVQNLSDVGARMQELYERTLLEGALLASGNSSGAI.....GYGGVKGENQ.GDSAMTGELDALEI 334
NTDB id 1419 SGL RS12550 WP 010873252.1 QDQERLRQFLDNLLNQAQNLSDVGGRMQDLYERTLLEGALLASRSTNSRHHSSKTTYPDARITASSSSTMNDQPLDALEM 382
consensus *!*!!! !!!!!!!! !!!!!!!*!!!*!!!!!!!!!!!!!! * ****** !* * * * *!!!!!*

logo DRFTDGFHLLSQEMIEL IVRVRESASDIQFYLVVDETDQVATRSTLRQAVTTQLQEGMTKSRMVPFSTQTADHRLPRAIHRDE I
VSLMKLHNK

NTDB id 153936 amyaer RS05860 WP 046661365.1 DRFTDFHLLSQEMIELIVRVRESASDIQFVVDETDQVTRSLRQATTQLQEGMTKSRMVPFSQTADHLPRAIHDISLKLHK 414
NTDB id 1419 SGL RS12550 WP 010873252.1 DRFTGFHLLSQEMIELIVRVRESASDIQYLVDETDQVARTLRQVTTQLQEGMTKSRMVPFTQTADRLPRAIREVSMKLNK 462
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NTDB id 153936 amyaer RS05860 WP 046661365.1 QAKLKVEGGDVLIDKMILEHLNSPMIHLVNNAITHGIESPQERMAKGKPALGKISVGAFLQGNQTVITVSDDGAGIDANL 494
NTDB id 1419 SGL RS12550 WP 010873252.1 KVNLEVEGGDVLIDKMILEHLYNPMTHLVNNAITHGIETPAERQKLGKSPEGHLAVRAFLQGNQTLITVSDDGAGINTEM 542
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NTDB id 153936 amyaer RS05860 WP 046661365.1 IKLKAIEKGLISHREAQNLSTQEVYEILLHPGFTTKDQADDFSGRGVGLDVVRTSLIDVCGTVTIDSVLGKGSTFTLRLP 574
NTDB id 1419 SGL RS12550 WP 010873252.1 VKQKAVEKGLISRMEAQSLSQSEVYDLLFHAGFSTKDTADDFAGRGVGLDVVRTSLIDIRGAINIESTVGKGTTFTIRLP 622
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NTDB id 153936 amyaer RS05860 WP 046661365.1 LTLSICKALCCVSNHARIGFSMDGVEDMKDFRASDIQIDGEGRPCVFWQN..TLLPFQPLSELLSCNRQLSRGSFYTGKQ 652
NTDB id 1419 SGL RS12550 WP 010873252.1 LTLSICKALCCLSDRARIAFPMDGVEDTRDYLPKDIVTDEDGQKCVKYGKEALLLPLYPLKDLLNYNRQLSRGSVYGGKQ 702
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NTDB id 153936 amyaer RS05860 WP 046661365.1 EEDSFSIVILRGG.NHLLAVQVDQVIGEVEIVIKQIEGPIPKTAGIAGATVLGDGTVMPVGDVLELIDIARGRLRID.NG 730
NTDB id 1419 SGL RS12550 WP 010873252.1 EEDVVRVIIARGSSGNLLALQIDQVLGEEEIVIKQIEGPIPKPPGIAGATVRGDGSIMPIADVLELIEIAQGRLRTDSSG 782
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logo GLWRKQSTALPTPTVDVNVETVSQHKMSDEAPMTVL IVDDS ITVRELLSLSF IKKAGFYRVEQARDGQEAWDEKQLKRGSGLPCDI
LVFCDI EMPRKMNGL

NTDB id 153936 amyaer RS05860 WP 046661365.1 GLWRQSAPPVDVETSQKSEAMVLIVDDSITVRELLSLSFIKAGYRVEQARDGQEAWEKLRGGLPCDIVFCDIEMPRMNGL 810
NTDB id 1419 SGL RS12550 WP 010873252.1 GLWRKTLTPTVNEV..HMDPTVLIVDDSITVRELLSLSFKKAGFRVEQARDGQEAWDQLKSGLPCDLVFCDIEMPRKNGL 860
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NTDB id 153936 amyaer RS05860 WP 046661365.1 ELLSNLQKDHRLAAIPVALLTSRGSERHRQVAAKLGASGYFTKPYTERDLLWAAERMIAGEVLLANSIKATLNQ...... 884
NTDB id 1419 SGL RS12550 WP 010873252.1 ELLSELQADEELSSIPVALLTSRGADRHRKVAAKLGATGYFTKPYTEKDILDAANRMLNGEVLLPGSTRKTNSILSRFKK 940
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NTDB id 153936 amyaer RS05860 WP 046661365.1 ....SLSSDTTIIDSNPANLLAQSSPLVLIVDDSLIVREMLAISLVKAGYRIEQARDGLEAWEKLRAGLACDLILCDIEM 960
NTDB id 1419 SGL RS12550 WP 010873252.1 ARGNFSEEAPTIVRSNPGTL....RSTVLIIDDSVMVREMLSMTFKKADYHTETARDGQDAWEKLKSGLPCDLILCDIEM 1016
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NTDB id 153936 amyaer RS05860 WP 046661365.1 PRLNGLELLSRLQENEQLQGIPVAMITSRGTPKMEHLAAAKGAKGYFVKPCIEDVLLSAAQRLIAGEVLIQKENSVD.. 1037
NTDB id 1419 SGL RS12550 WP 010873252.1 PRMNGLELLERIQEDPNLSRIPVAMITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQRLIRGEVLLDLAALSADE 1095
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