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NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
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NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
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NTDB id 153922 AL038 RS10125 WP 062152443.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYYNES.QAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDLRH 65
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINC 74
NTDB id 153922 AL038 RS10125 WP 062152443.1 ......MSVTKSKVILTGLARKLVSENLLTEAVAEQAFEEAIKTRSSFVAYLVEKKLLGSKEVAHAASEELGVPLVDIEN 74
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDV 74
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGV 74
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NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGS. 139
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
NTDB id 153922 AL038 RS10125 WP 062152443.1 IDLNPDVIKLIDEKLLKKHRALPLFKRGNRLFVAMSDPTNFPALDEIKFQTK.....MNTEAILVEEDKILKLMEKVAEL 149
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFA. 148
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFV. 148
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NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKL............NKELAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDG 540
NTDB id 1028 TT RS08215 WP 011173991.1 AELSEI............AKEFAKKQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDG 543
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQGKEISQDELANL...VKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDG 218
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGLKEINQDELAGL...VDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDG 218
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSGLKEINQEELASL...VDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDG 218
NTDB id 1110 NGFG RS09235 WP 003689817.1 RSTSLLQELGEG.QEEE..........ESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIRFRVDG 208
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQGLSEYVED.SGDLEGLEISADD.EDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDG 227
NTDB id 153922 AL038 RS10125 WP 062152443.1 FDTGM..KLD....GELGDLDLADEDAENGVKEEEKSDSEDAPIVKFVNKMLLDAIKLGASDLHFEPYEKFYRVRFRVDG 223
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EESSF..DFN....DEEFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDG 222
NTDB id 1018 ACIAD RS01685 WP 004920473.1 EETHF..NFD....TEELDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDG 222
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NTDB id 1306 DR RS10060 WP 027479822.1 ALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFK..KGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELE 618
NTDB id 1028 TT RS08215 WP 011173991.1 ALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR..EGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIE 621
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDID 297
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDIN 297
NTDB id 1293 VP RS12240 WP 005479695.1 ILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDID 297
NTDB id 1110 NGFG RS09235 WP 003689817.1 QLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAASLNID 288
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIE 306
NTDB id 153922 AL038 RS10125 WP 062152443.1 MLRSVSNPPVGLNRKLAARIKVMSRLDVSERRVPQDGRIKLKISA.SKSMDFRVSTCPTLFGEKIVMRILDSSAAKLNID 302
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGID 301
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASAMLGID 301
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NTDB id 1306 DR RS10060 WP 027479822.1 QLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFAR 698
NTDB id 1028 TT RS08215 WP 011173991.1 DLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFAR 701
NTDB id 1168 A1552VC RS11070 WP 000957200.1 KLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAE 377
NTDB id 1401 DSB67 RS12665 WP 010643259.1 KLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAE 377
NTDB id 1293 VP RS12240 WP 005479695.1 KLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAE 377
NTDB id 1110 NGFG RS09235 WP 003689817.1 QLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQGLTFAA 368
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSG 386
NTDB id 153922 AL038 RS10125 WP 062152443.1 QLGYEPEQKEQYLQALSNPYGMVLVTGPTGSGKTVSLYTGVNILNKEDVNISTAEDPVEINLPGVNQVQVDERTGMSFAK 382
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAA 381
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAA 381
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NTDB id 1306 DR RS10060 WP 027479822.1 ALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVC 778
NTDB id 1028 TT RS08215 WP 011173991.1 ALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVC 781
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLC 457
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLC 457
NTDB id 1293 VP RS12240 WP 005479695.1 ALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLC 457
NTDB id 1110 NGFG RS09235 WP 003689817.1 ALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLC 448
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLC 466
NTDB id 153922 AL038 RS10125 WP 062152443.1 ALKAFLRQDPDIILVGEIRDLETGGIAIKAASTGHMVMSTLHTNDAPQTLTRMIDMGIAPFAIATSVNLVMAQRLCRRLC 462
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLC 461
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLC 461
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NTDB id 1306 DR RS10060 WP 027479822.1 SECKQP.TNADPEVLRRLGISERDIRG..ANLMRG..TGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDV 853
NTDB id 1028 TT RS08215 WP 011173991.1 EHCKVE.VKPDPETLRRLGLSEAEIQG..ARLYKG..MGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEI 856
NTDB id 1168 A1552VC RS11070 WP 000957200.1 KHCKIA.VRPSALLQSQFAF......QPNEILYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERL 529
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PYCRQP.QEPNSQLQH.IGI......ANTEQIFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKL 528
NTDB id 1293 VP RS12240 WP 005479695.1 PYCKQP.QEHTVQLQH.LGI......QTTDNIFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKL 528
NTDB id 1110 NGFG RS09235 WP 003689817.1 SSCKQEVERPSASALKEVGFTDEDLAK.DWKLYRA..VGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDV 525
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NQCKAVRDDFTNQGLIELGFKEADLVN..LKLYKA..VGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKL 541
NTDB id 153922 AL038 RS10125 WP 062152443.1 S.CKVE.VDIPKKALLEEGFKEQEVNDPNFKVYGPRPDGCEKCTNSGYKGRVGIYQVMPISDAMRRMIMEGKNAVDLADQ 540
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SQCKIP.ADIPKQSLLEMGFTEQDLAHPDFRVFQP..VGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAA 537
NTDB id 1018 ACIAD RS01685 WP 004920473.1 SQCKRP.IQVPERSLLEMGFTPEDLAQPEFQIFEP..VGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAAT 537
consensus * !* * * * ****** ** ***** *!! *!* !!*!!******* ***** **** ******* *

logo

S
A
K
L
R
Y
E
I
Q

GER
S
T
A
K

K
S
L
E
NGI

L
F
M
K
L
P
R
S
V
N
Q

S
D
N
T
I
L
F
Q
R
E
M
Q
R

A
D
SGI

L
L
Y
K
EKI

A
L
V
R
L
M
K
D
E
QGLVITTS IFLARSQEE I

L
V
T
L
Q
N
A
R
N
R
V
V
L
T
A
I
L
N
V
S
Y

K
S
D
E
F

E

NTDB id 1306 DR RS10060 WP 027479822.1 ALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS. 887
NTDB id 1028 TT RS08215 WP 011173991.1 AR.RKGMKTLREDGLYKALQGITTLEEVLARTIE. 889
NTDB id 1168 A1552VC RS11070 WP 000957200.1 AK.ANGMQTLQESGLEKLREGITSFAELQRVLYF. 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 AI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF. 561
NTDB id 1293 VP RS12240 WP 005479695.1 AI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF. 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 AY.KEGMVDLRRAGILKIMQGITSLEEVTANTND. 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD. 574
NTDB id 153922 AL038 RS10125 WP 062152443.1 AQ.KEGIPDLRQSGLKKVKDGLTSLEEINRVVLKE 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE. 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 AE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE. 570
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