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NTDB id 1294 VP RS04495 WP 021449594.1 ................................MKWI...LTLCLVVFAPLSLAADTKADKYEGIEITVNINTASAEEIATMLKGI 50
NTDB id 1242 Cj0011c YP 002343483.1 ................................MK....KLLFLFFALTAFLF.............GAVNINTATLKELK.SLNGI 35
NTDB id 153896 F822 RS11175 WP 025041197.1 ................................MRKILTIVLVTLFAFTGAAY.............AAVNINTATQAELE.TLQGI 39
NTDB id 1127 NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFV..LFCMLFSCAFSL.............AAVNINAASQQELE.ALPGI 69
NTDB id 1126 NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFV..LFCMLFSCAFSL.............AAVNINAASQQELE.ALPGI 69
NTDB id 1125 NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFV..LFCMLFSCAFSL.............AAVNINAASQQELE.ALPGI 69
NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFV..LFCMLFSCAFSL.............AAVNINAASQQELE.ALPGI 69
consensus ********************************!***** ************ **!!!!*!***!** *!*!!
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NTDB id 1294 VP RS04495 WP 021449594.1 GEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL.................. 94
NTDB id 1242 Cj0011c YP 002343483.1 GEAKAKAILEYRKE.ANFTSIDDLKKVKGIGDKLFEKIKNDITIE................. 79
NTDB id 153896 F822 RS11175 WP 025041197.1 GPTKAKAIIDHRKKNGSFKSADDLEKVNGIGPATLKRLRKDIAVGGATTVKKENKPVPK... 98
NTDB id 1127 NGFG RS10560 WP 003703428.1 GPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 GPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 GPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 GPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
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