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NTDB id 1177 A1552VC RS01165 WP 000422572.1 T4
NTDB id 1203 PSJM300 01605 AFN76401.1 75
NTDB id 1019 ACIAD RS04205 WP 004922051.1 e 75
NTDB id 1086 NMV RS00245 WP 002218487.1 e BIPMIRVEIG . 75
NTDB id 1116 NGFG RS10615 WP 003690200.1 e BIPMIRVLIG . 75
NTDB id 1185 GTF74 RS11940 WP 000350195.1 e E PPM R DG . IMNDIAQRHS] 75
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .... PPM R DG . IMNDIAQRE] 75
NTDB id 1283 ACE17W RS02630 WP 010947729.1 e I4 SDLH SAG PPMIRVDG . IMND QR 75
NTDB id 1259 GC085 RS10305 WP 010947729.1 e Il SDLH SAG PPMIRVDG . IMND 75
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e ASDLHLSAG PPMIRVDG . IMND 75
NTDB id 1202 PSJM300 01600 AFN76400.1 e ASDLHLS G PPMIRVDG . IMND 75
NTDB id 1020 ACIAD RS04210 WP 011182164.1 e IIASDLHLSAG PPMIRVDG . IMND 75
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 e ASDLHLSAG PPMIRVDG . IMND 75
NTDB id 1060 ABD1 RS04380 WP 000355489.1 e ASDLHLSAG PPMIRVDG . 75
NTDB id 1040 HON27 RS13360 WP 000355489.1 GASDLHLSAG PPMIRVDG . 75
NTDB id 153875 MOTHA RS08010 WP 011393062.1 76
NTDB id 1307 DR RS10055 WP 010888596.1 SEBYDAQ . GFEPESASBTRK|H 79
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 152
NTDB id 1203 PSJM300 01605 AFN76401.1 154
NTDB id 1019 ACIAD RS04205 WP 004922051.1 155
NTDB id 1086 NMV RS00245 WP 002218487.1 154
NTDB id 1116 NGFG RS10615 WP 003690200.1 154
NTDB id 1185 GTF74 RS11940 WP 000350195.1 154
NTDB id 1176 A1552VC RS01160 WP 000350195.1 154
NTDB id 1283 ACE17W RS02630 WP 010947729.1 154
NTDB id 1259 GCO85 RS10305 WP 010947729.1 154
NTDB id 1194 PAKAF RS01995 WP 003084552.1 154
NTDB id 1202 PSJM300 01600 AFN76400.1 154
NTDB id 1020 ACIAD RS04210 WP 011182164.1 154
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 154
NTDB id 1060 ABD1 RS04380 WP 000355489.1 154
NTDB id 1040 HON27 RS13360 WP 000355489.1 154
NTDB id 153875 MOTHA RS08010 WP 011393062.1 155
NTDB id 1307 DR RS10055 WP 010888596.1 158
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVHI®sIK C 232
NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H[ap{elC 234
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EDPIEF H|®¥¥INEC IEsQREV[ENND Ty 235
NTDB id 1086 NMV RS00245 WP 002218487.1 EDPIEFVHRMSKKSLINQRE H[REBITIRSFISJALRSALREDPD 234
NTDB id 1116 NGFG RS10615 WP 003690200.1 EDPIEFVHRSKKSLINQRE H[aIT)® ALSALREDPD 234
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EDPIEFVHSAWNKCLINQREVH IQYALRSALREDPD 234
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EDPIEFVHSWKCLINQREVH IQYALRSALREDPD 234
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDPIEFVHESKKCL NQREVH WNALRSALREDPD 234
NTDB id 1259 GC085 RS10305 WP 010947729.1 EDPIEFVHMSKKCL NQREVH WNALRSALREDPD 234
NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHI®SKKCL NQREVH BMINALRSALREDPD ILVGEMRDMETIILALTAAETGHLVFGTLHT 234
NTDB id 1202 PSJM300 01600 AFN76400.1 EDPIEFVH|®KKCL NQREVH BMPALRSALREDPD ILVGEMRDIMETIIMLALTAAETGHLVEFGTLHT 234
NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVHIR¥KKCLINQREVH IWNALRSALREDPD ILVGEMRDIRETIILALTAAETGHLVFGTLHT 234
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVHRMSKKCLINQREVH IWAALRSALREDPD ILVGEMRDIRETIIILALTAAETGHLVFGTLHT 234
NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVH[@MSKKCLINQREVH IWNALRSALREDPD ILVGEMRDIRETIIMLALTAAETGHLVFGTLHT 234
NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVHKKCLINQREVH IWAALRSALREDPD ILVGEMRDIBETIBILALTAAETGHLVFGTLHT 234
NTDB id 153875 MOTHA RS08010 WP 011393062.1 ISJALR ALR DPD ILVGEMRDIRETIIWNA TAAETGHLV|H TLHT 235
NTDB id 1307 DR RS10055 WP 010888596.1 DIJALR ALR JAPD ILVGEMRDMETINENA TAAETGHLVIIGTLHTNS A 238
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 QA 312
NTDB id 1203 PSJM300 01605 AFN76401.1 314
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QQ 315
NTDB id 1086 NMV RS00245 WP 002218487.1 DRI DVFPA[EK MVREMLSESLIJAVI QN INBIGNIGRVA HEIJMI NPA RNLIRENK 314
NTDB id 1116 NGFG RS10615 WP 003690200.1 DRI DVFPA[EK MVRSMLSESLJAVI QN IN:DIGNIGRVA “HETIRT 1Y RNLIRENK 314
NTDB id 1185 GTF74 RS11940 WP 000350195.1 RUGGGRVAMGHEIM PAIRNLIREPK 313
NTDB id 1176 A1552VC RS01160 WP 000350195.1 MUGGGRVAGHEIM PAIRNLIREPK 313
NTDB id 1283 ACE17W RS02630 WP 010947729.1 BUIMGGRVAAIRETM [MATRNLIREPMK 313
NTDB id 1259 GC085 RS10305 WP 010947729.1 BUWAGGRVAARETM C [MATRNLIREPK 313
NTDB id 1194 PAKAF RS01995 WP 003084552.1 MINGGGRVAAHEIMI PAIRNLIREWK 313
NTDB id 1202 PSJM300 01600 AFN76400.1 MUGGGRVAAHEIMI PAIRNLIREWK 313
NTDB id 1020 ACIAD RS04210 WP 011182164.1 BYGGGRVAAHEIMI MPAIRNLIRE[EK 313
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 BIGGGRVAAHEIMI MPAIRNLIRERNK 313
NTDB id 1060 ABD1 RS04380 WP 000355489.1 BIGGGRVAAHEIMI MPAIRNLIRENK 313
NTDB id 1040 HON27 RS13360 WP 000355489.1 BIGGGRVAAHEIMI MPAIRNLIRERNK 313
NTDB id 153875 MOTHA RS08010 WP 011393062.1 PRIADRK[EH:AW VA VDML 315
NTDB id 1307 DR RS10055 WP 010888596.1 318
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