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NTDB id 1186 GTF74 RS01320 WP 000788426.1 KAVLSLKVTPQITPDNRLVLDLSVTQDRRG.ETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPL 537
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KAVLSLKVTPQITPDNRLVLDLSVTQDRRG.ETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPL 537
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KAVLSLKVTPQITPDNRLVLDLSVTQDRPG.QVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPL 546
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEA...ILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPF 669
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGEL...ILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPF 681
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGEL...ILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPF 681
NTDB id 153759 AKN94 RS09420 WP 053111290.1 QAALSLEVTPYITPDNRILMEVRVTKDAPDFQKAINGVP...PIDKNELSAKVLVVDGETIVIGGVFQKVQKESLEKVPV 516
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVP...PINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPF 673
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 FGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 FGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 153759 AKN94 RS09420 WP 053111290.1 LGDIPGLKGLFRRKMRRDDKTELLVFITPRIMNNQSISLNR......... 557
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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