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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 153561 AKJ08 RS03390 WP 050724768.1 ....MAHLLVVDDERSMREMLEILLQKVGHSVVAEEDAGAACERLEHEEFDLVVTDLRLGQRSGLEVLERAKALHPHTEV 76
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVD.....NKNQNYQGFIGSSQTMQAVYRTI 146
NTDB id 153561 AKJ08 RS03390 WP 050724768.1 LMITAFASAENAVQAMKLGAYDYLTKPFKIDELLVVVEKALEKRALVRENVQLRRQLGDRARFAGILGKSAAMRELFALL 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EA......EEAPVDNRLLGESPPMRALRNQI 149
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTT......ENALENKLLIGRSLPIQQLRIAI 154
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VNCAGAIPEKSTDGEL IMESEFLFGHEVKKGASFTGAAITVAEQTAEDRKPQGALAIFELQSESAADHSGG
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGG 226
NTDB id 153561 AKJ08 RS03390 WP 050724768.1 DKVAPSRTTVLVTGESGVGKELVARALHEKGGRAAGPFVAVNCGAIPEGLIESELFGHEKGAFTGAVAAKPGLFSEASGG 236
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGG 229
NTDB id 1045 H0N27 RS16330 WP 168727019.1 KKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGG 234
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAR 306
NTDB id 153561 AKJ08 RS03390 WP 050724768.1 TLFLDEIGELPLAVQVKLLRALQQRVVRPVGGLRDVEIDVRIVAATNRDLEQEVREGRFREDLYYRLNVIGLKVPPVRER 316
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRER 309
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRER 314
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 GDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINR 386
NTDB id 153561 AKJ08 RS03390 WP 050724768.1 REDVLLLAEHFLQAFAKEQGRPGMAFSRAAQRALLDYDFPGNVRELENVVERAVTLSDGDEIEPDTFPAA.VRGASPT.F 394
NTDB id 1473 PAKAF RS24000 WP 003094694.1 REDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS.... 385
NTDB id 1045 H0N27 RS16330 WP 168727019.1 GEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANIS... 391
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ALPLAH...........ENKVSVHEIF..PLWM..TEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEK 451
NTDB id 153561 AKJ08 RS03390 WP 050724768.1 AVPYAG..........ALSGVDLPDDFDLQAWLDACEREMLEKALERSRGVKTEAAKLLGITFRSIRYRLEKLRMEGGGS 464
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ................QEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID.... 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .NPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETE 470
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 EKER 455
NTDB id 153561 AKJ08 RS03390 WP 050724768.1 .... 464
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .... 445
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QEV. 473
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