A B s LA

e ML .AK.KE.KK&EEE'%FQEE%{}ALQSAL@.

NTDB id 1313 DR RS12030 WP 010888966.1 MSK....DATKEISAPTDAK S
NTDB id 153367 CDIF28666 RS07055 WP 003428218.1 ............... S
NTDB id 600 KW2 RS01765 WP 011675413.1 MA..TKKKTNFDDITKKYGA MRLG S
NTDB id 269 KZH43 RS08665 WP 001085462.1 .M. .AKKPKKLEEISKKFGA IMRLG S
NTDB id 228 SPD RS09265 WP 001085462.1 .M. .AKKPKKLEEISKKFGABRE|W:NSND/:SRK LARNAD| A (ISURTIAN¢; S
NTDB id 194 SPR RS08825 WP 001085462.1 .M. .AKKPKKLEEISKKFGAEBREICNANDLYSK LiRNMDIey deiSuniiane: S
NTDB id 159 SP RS09750 WP 001085462.1 .M. .AKKPKKLEEISKKFGA IMRLG S
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .M. .AKKPKKLDEISKKFGA IMRLG S
NTDB id 499 SM12261 RS08315 WP 078228268.1 .M. .AKKPKKLDEISKKFGA IMRLG S
NTDB id 408 SMU RS09530 WP 002262392.1 .M. .AKRIKKTEEITKKFGDERK|:N8DDI:SRK NiRNAD|eaiqe! ANBUIANE; S
NTDB id 453 Spy49 1753c ACI62003.1 .M. . AKKLKKNEEITKKFGDERR]®:N8D DLESSK NaRoyDizles el A NS AN¢: S
NTDB id 115 BSU 16940 NP 389576.2 ... .. ... . . .. (\ALDNIALIMN T EK[NFGKG IM LG P]
NTDB id 625 LCA RS02525 WP 011374196.1 ... .. ..... (NEALDEAALISNI EKIWFGKG - IMR ' G S
NTDB id 1245 Cj1673c YP 002345041.1 ... ..., IIPRLG
NTDB id 1211 C694 RS00795 WP 000963128.1 ............... ARVIANE S
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ............... (NKA RBJBA J9NT  KWFGKGE [RLG S
NTDB id 1334 RAOC RS04870 WP 004918236.1 ......... MAKTETTSPND P)
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MAENKKSSKNNTVVKQVEPEQ IM S
NTDB id 1130 NGFG RS03960 WP 003688695.1 ................. SKALEWAALIANT EKRIF GKGIAI M S
NTDB id 1124 NGFG RS03960 WP 003688695.1 ................. SKALEWAALINN T EKRIF GKGIAI M S
NTDB id 1123 O0K783 RS03845 WP 003688695.1  ................. SIKALLWAALIANT EKRIF GKGRII M S
NTDB id 1427 RS RS02760 WP 011000510.1 MEDG........ IM S
NTDB id 1165 A1552VC RS01565 WP 000344154.1 . ................ S
NTDB id 1142 GTF74 RS11550 WP 000344154.1  ........... . ..... IMRLG S
NTDB id 1022 ACIAD RS06390 WP 004925639.1  ................. MRLG S
NTDB id 1074 ABD1 RS10195 WP 000344167.1 . ....... ... ...... MRLG S
NTDB id 1205 PSJM300 05545 AFN77183.1 ... . ... . ... S

consensus kohk * ko bk D D skokokok ok * k Pkkx D xlxl



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313 DR RS12030 WP 010888966.1
153367 CDIF28666 RS07055 WP 003428218.1
600 Kw2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454.1
499 SM12261 RS08315 WP 078228268.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

consensus

YGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT
IYGPESSGKTT

YGPESSGKTT

IYGPESSGKTT
IYGPESSGKTT

N PR N N

AQAQKAGGTCAFIDAEHALDPVYARALGVNTDELL
AFNQKNGCENAF IDAEHALDPWYYAISALGV DL
APRYQKING GRNAF IDAEJALDPY ARVLGVN DELL
ANAQKIRGGINAF IDAEHALDPRY AFN\LGVN DELL
AWNQKIEBGCINAF IDAEHALDPHY AFN\LGVN DELL
AWNQKIRGGINAF IDAEHALDPHY APN\LGVN DELL
ANAQKIAGGINAF IDAEHALDPIY AFNNLGVN DELL
ANQKIRGGINAF IDAEHALDPHY APN\LGVN DELL
AWNQKRGGINAF IDAEHALDPIY AFN\LGVN DELL
ANQKMGGINAF IDAEHALDPHY AFN\LGVN DELL
AWNQKRGGINAF IDAEHALDPHY APN\LGVN DELL
ARYQEMGGMNAF IDAEHALDPY Y AJSLGVN ELL
APRAYQKNGCplA IDAEJA DPESYARNLGVN D LL

AINYQKIGG\A¥AF IDAEHALDRNY ARSYLGVNED L

AIRYOKNGGLAGAF IDAEHALDYSIY ARGV ¥ ILL
AIRYOKNGGLASAF IDAEHALDIY ARGV gy WLL
AIINQKNYGGIWNAF IDAEHAJDUBS Y AIRNLG N EL
AWQK[STFYNEAF IDAEHALDPYYY AL GVNIDELL
UGAF DAEHARDPWNYAIMSLGV)S ELM
UGAF DAEHAJDPNYYAJANLGV)S ELM
VGAF DAEHAJJDPNUYAIASLGV)S ELM
INGAFTDAEHALDIENY ADISLGVIS [§ LL
IGNMAFIDAEHALDPYYAJSNLGVN DELL
IQNMAFIDAEHALDPYYYAJSSLGVN DELL
INMAFIDAEHALDPNYAJASLGV  DNLL
INMAFIDAEHALDPNYAJANLGV  DILL

I skskskskxk |

SQPDRGEQ

SQPD GEQ

SQPD GEQ

SQPD GEQ

SQPD GEQ

SQPD GEQ

SQPD GEQ

SQPD GEQ

QPD GEQ

SQPD

SQPD
SQPDEFGEQALEI)]
SQPD GEQALEIIR
SQPD GEQALEIIR
SQPDGEQALEIN
SQPDRJGEQALEI
SQPD GEQALEI/
SQPD GEQALEI/
SQPD GEQALEI/
SQPD GEQALEIMN
SQPD GEQALEI
SQPD GEQALEI/
SQPDEIGEQALEIIN
SQPDRGEQALEIN
SQPD GEQALEIN

NN NN

kok |sksksk | kokk

155
144
157
156
156
156
156
156
156
156
156
141
143
142
144
144
151
159
143
143
143
151
142
142
142
142
142



vt

50, AL Sl el FNUR Y ECETT A

NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDS|RZEGLQAR . 234
NTDB id 153367 CDIF28666 RS07055 WP 003428218.1 |NEANVNRASGNNEDEI)I(en)): AACINANY:) . 223
NTDB id 600 KW2 RS01765 WP 011675413.1 DSVAALVPKAEI G WMGDSEVGLQAR . 236
NTDB id 269 KZH43 RS08665 WP 001085462.1 DSVAALVP AEI GDMGDSHVGLQAR . 235
NTDB id 228 SPD RS09265 WP 001085462.1 DSVAALVP AEI GDMGDSHVGLQAR . 235
NTDB id 194 SPR RS08825 WP 001085462.1 AET GDMGDSHVGLQAR . 235
NTDB id 159 SP RS09750 WP 001085462.1 AET GDHMGDSHVGLQAR . 235
NTDB id 527 SMSK321 RS11065 WP 001085454.1 AETI GDQGDSHVGLQAR . 235
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR . 235
NTDB id 408 SMU RS09530 WP 002262392.1 GDMGDSHVGLQAR . 235
NTDB id 453 Spy49 1753c ACI62003.1 GDH§GDSHVGLQAR . 235
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 220
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 222
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDWNHVGLQAR 222
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 224
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR 224
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLEIAR . 230
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 238
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 222

NTDB id 1124 NGFG RS03960 WP 003688695.1
NTDB id 1123 0K783 RS03845 WP 003688695.1
NTDB id 1427 RS RS02760 WP 011000510.1

GDMGDSHVGLQAR . 222
GDMGDSHVGLQAR . 222
G MGD [WJGLQAR . 230

NTDB id 1165 A1552VC RS01565 WP 000344154.1 G MGDSH GLQAR . 221

NTDB id 1142 GTF74 RS11550 WP 000344154.1 G MGDSH GLQAR . 221

NTDB id 1022 ACIAD RS06390 WP 004925639.1 G MGDSH GLQAR . 221

NTDB id 1074 ABD1 RS10195 WP 000344167.1 G MGDSH GLQAR . 221

NTDB id 1205 PSJM300 05545 AFN77183.1 G MGD HVGLQAR . 221
1

D N ol e o o R T e e T A AN RN N T

consensus PEEL b %



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313 DR RS12030 WP 010888966.1
1563367 CDIF28666 RS07055 WP 003428218.1
600 Kw2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454.1
499 SM12261 RS08315 WP 078228268.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

consensus

[

GSTKIEEGS.
GNTQIKGTG.
GNTQIKGTG.
GNTQIKGTG.
GNTQIKGTG.
GSTQIKGTG.
GSTQIKGTG.
GNTQIKGTG.
GTTQIKGTG.

CGV..
TGS....
TGS. ...

e li=c == l=s e s e s = e i e S A c e s = )

eeeggngHe

.KDG|
.KKG
. KKG|
.KKG
. KKG|
.KEG
.KEG
.KEG|
.KEG
.KEG|

SLSDTGKIKDKSGEV

EI
EV
EV

YR NN

KI§VKNKVAEIPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
KVVKNK AEPF

KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF

Ll *

IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IHYGEGIS
IMYGEGIS
IMYGEGIS
IMYG GIS
M GEG S
IM GEGIS
IM GEGIS
IMYGEG S
IMYGEGIS

OUoUoUoooooHg

*

Dl A iee

|

310
298
315
314
314
314
314
314
314
314
314
295
297
297
299
299
310
313
297
297
297
305
296
296
296
296
296



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1313 DR RS12030 WP 010888966.1
1563367 CDIF28666 RS07055 WP 003428218.1
600 Kw2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454.1
499 SM12261 RS08315 WP 078228268.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RSO07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1
1205 PSJM300 05545 AFN77183.1

consensus

l Q §2N6§§¥nguﬁglggﬁlEﬁgyagﬁgkiighf %ﬁ%E?FEEEEEF.Ef;AiﬁéﬁA EEEv. | DLEDELEI ELEE

MAATRAGNAGEAPALAPAPAA. ... .. PEAAEA . o oo oe e e

IDGEEVSEQDTENKKBE. .. .PKKEEA. . VNEEVPLDLGDELEIEIEE
IDGEEVSEQDTENKKBE. .. .PKKEEA. . VNEEVPLDLGDELEIEIEE
IDGEEVSEQDTENKKBE. .. .PKKEEA. .VNEEVPLDLGDELEIEIEE
IDGEEVSEQDTENKKBE. .. .PKKEEA. . VNEEVPLDLGDELEIEIEE
IDGEEAAE. .. .SKKBE....VAQVDS. .VNEEVTLDLGDELEIEIEE
IDGEEIAE....SKKBE....AAQVDS..VNEEVTLDLGDELEIEIEE
IEEDNTEEKQSSKEK....... ETDEK. .ADKNLVLELDDTIELED. .
LEESEEESAMAVASE. ...... E....... TDDLALDLDNGIEIED. .

CCEGEB. -
ESIESNEEIMPLPDE. .PLEBM.E. .. ... ... ... i,
ESISNEEIMPLPDE. .PLEEM.E. ... ... . ... i

MEHLEMTPMGAVTLA . EEVEER . . . . . . . e e e e e e e

MEMLLNPENMQLIAETSSAADBV.EFGAV. .. ... PEEF...............

MEMLLNPENMQLIAETSSAADBV.EFGAV. .. ... PEEF...............

IMEQLLTKASDQTAA .HDETEEEP .DLL........ ES. ... . ... ..

WMEQLLTTGTNGAVQ.I.EDEEEP.DLL........ LES................

RAKLLITSANTKATPVAEDLA A DI . . . . e e
* % *

X non conserved
B similar
>507% conserved

363
348
387
388
388
388
388
384
384
383
378
348
355
343
347
347
343
372
348
348
348
352
354
354
349
349
347



