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NTDB id 153223 ADU72 RS04825 WP 056986211.1 .MKN....KNLWTVIVTALIAGLIGGGIAFGVGNYINNRQAESETAVPSGSNSTGTTKTSNVNVNVSSQSEKAYSSIKNA 75
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFS.......NNGK..TTVSNVIYDTKSNTTKAVKNVKNT 71
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSAT.......NNNQKTATTVTTSYKNSNSTTEAVDKVKDA 72
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTES.......T.SNNNSTITQTAYKNENSTTQAVNKVKDA 71
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.......N.SNNNSTITQTAYKNENSTTQAVNKVKDA 71
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.......N.SNNNSTITQTAYKNENSTTQAVNKVKDA 71
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.......N.SNNNSTITQTAYKNENSTTQAVNKVKDA 71
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.......N.SNNNSTITQTAYKNENSTTQAVNKVKDA 71
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logo VVTSVINTLYKQSEKAESTNDNSRNSQDSNAYS INYVNFSLYDGS I FGNSSGSSDQSGENKNSDSNDKSTGKSDENSTENDGNSDLQEGQRTVIAYSAGSEGSGVIYRKKSDNKGDNDKASYEAYVLIVTNTNHVVIKSNDGSAEKNSAKLVEDI IMRMLASNDGNKT
NTDB id 153223 ADU72 RS04825 WP 056986211.1 VVTVINLKKESSNSNNSLYGSIFGNSSSSSNSSSKSNNLETYAEGSGVIYKKSGNAAYVVTNNHVISGSNAVEIIMSNGK 155
NTDB id 381 SMU RS09890 WP 002262650.1 VVSVINYQKTDNSYYN..YD......SGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGK 143
NTDB id 425 SGO RS10525 WP 012131081.1 VVSVITYSESNSDAIF.............DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGN 139
NTDB id 539 SM12261 RS09395 WP 000681587.1 VVSVITYSANRQNSVF.............GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
NTDB id 256 KZH43 RS10270 WP 000681597.1 VVSVITYSANRQNSVF.............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
NTDB id 215 SPD RS10945 WP 000681597.1 VVSVITYSANRQNSVF.............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
NTDB id 181 SPR RS10425 WP 000681597.1 VVSVITYSANRQNSVF.............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
NTDB id 145 SP RS11450 WP 000681597.1 VVSVITYSANRQNSVF.............GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT 138
consensus !!*!!*********** ********** ***!!!!!!!*!****!!*!!!*!!********!****!*

logo KLVSVPAGKELVIVGKSTADSTVYFTSDLI SAVI
L
V
R
KINPSASDKSEEYKVKSTNTVASEFAGNDSDNSSKI

L
K
TVGEPTALIA IGSPLGSDEYATNSTLVTEQGI IVSASKLKSNRTNVATSTSLQRTKNSENSDGEQETATI

NTDB id 153223 ADU72 RS04825 WP 056986211.1 KLSAKVVGKDSVTDLAVLKINSSEVSTVASFGNSNSIKVGETALAIGSPLGSDYATSLTQGIISAKKRTVATTNESGQET 235
NTDB id 381 SMU RS09890 WP 002262650.1 KVVGKLVGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETI 223
NTDB id 425 SGO RS10525 WP 012131081.1 KVPGEIVGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTI 219
NTDB id 539 SM12261 RS09395 WP 000681587.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAI 218
NTDB id 256 KZH43 RS10270 WP 000681597.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAI 218
NTDB id 215 SPD RS10945 WP 000681597.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAI 218
NTDB id 181 SPR RS10425 WP 000681597.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAI 218
NTDB id 145 SP RS11450 WP 000681597.1 KVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAI 218
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NTDB id 153223 ADU72 RS04825 WP 056986211.1 GEATVIQTDAAINSGNSGGPLINLAGQVVGINSMKLASSGS..SGTSVEGMGFAIPSNEVVTIINQLIEKGKIVRPAIGA 313
NTDB id 381 SMU RS09890 WP 002262650.1 S.TNAIQTDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGI 302
NTDB id 425 SGO RS10525 WP 012131081.1 A.TQAIQTDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGI 296
NTDB id 539 SM12261 RS09395 WP 000681587.1 S.TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGI 293
NTDB id 256 KZH43 RS10270 WP 000681597.1 S.TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGI 293
NTDB id 215 SPD RS10945 WP 000681597.1 S.TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGI 293
NTDB id 181 SPR RS10425 WP 000681597.1 S.TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGI 293
NTDB id 145 SP RS11450 WP 000681597.1 S.TKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGI 293
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NTDB id 153223 ADU72 RS04825 WP 056986211.1 SLLDLTDITASQQKSILKLPSKVTEGAVIYNTYASSPARNAGLKKYDVVTNLDGTKITSVATLRDKLYKLKVGDSVKISW 393
NTDB id 381 SMU RS09890 WP 002262650.1 SMANLSEASTSG.RDTLKIPSDVTSGIVVLSTQSGMPA.DGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTF 380
NTDB id 425 SGO RS10525 WP 012131081.1 QMVNLSSLSSSS.SDRLKLPDNVKNGVVVRSTQTGMPA.DGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTY 374
NTDB id 539 SM12261 RS09395 WP 000681587.1 QMVNLSNINTSD.IRRLNIPSNVTSGVVVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITY 371
NTDB id 256 KZH43 RS10270 WP 000681597.1 QMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITY 371
NTDB id 215 SPD RS10945 WP 000681597.1 QMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITY 371
NTDB id 181 SPR RS10425 WP 000681597.1 QMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITY 371
NTDB id 145 SP RS11450 WP 000681597.1 QMVNLSNVSTSD.IRRLNIPSNVTSGVIVRSVQSNMPA.NGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITY 371
consensus ****!*****!* ***!**!**!**!**********!! ***!*!!!!*!**!*****!*******!!********!***

logo YRDEGNKSGDTKKLEKQETGVTEITS IQKLDTNEKTSTSDQSGEDLNSEHSEQDK
NTDB id 153223 ADU72 RS04825 WP 056986211.1 YRGSTLKTGIIKLTETTSELSSQDK 418
NTDB id 381 SMU RS09890 WP 002262650.1 YREKDKQTVEIQLTKTSQDLNH... 402
NTDB id 425 SGO RS10525 WP 012131081.1 YRDGKEQTTTIKLTKSTDDLSSE.. 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 YRNGKEETTSIKLDKSSGDLES... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 YRNGKEETTSIKLNKSSGDLES... 393
NTDB id 215 SPD RS10945 WP 000681597.1 YRNGKEETTSIKLNKSSGDLES... 393
NTDB id 181 SPR RS10425 WP 000681597.1 YRNGKEETTSIKLNKSSGDLES... 393
NTDB id 145 SP RS11450 WP 000681597.1 YRNGKEETTSIKLNKSSGDLES... 393
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