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NTDB id 152169 ACZ75 RS14310 WP 050409374.1 MSSIFGHEEAQAYMHKLLKAMHQVGGSDLFISADFPPSIKSQGAMKALSQQRLSGEVTRALASAIMNEKQRQEFEAELEC 80
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ...........MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEAL.SVADVTALLHAMMDDARQAEFKQTREA 68
NTDB id 1203 PSJM300 01605 AFN76401.1 ...........MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHEC 69
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ...........MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHEC 69
NTDB id 1307 DR RS10055 WP 010888596.1 .......MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKREL 73
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ...........MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFET 69
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ...........MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFET 69
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ...........MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDKQRRDYEEKLET 69
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ...........MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEFLET 69
NTDB id 1202 PSJM300 01600 AFN76400.1 ...........MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRKDFEEFLET 69
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NTDB id 152169 ACZ75 RS14310 WP 050409374.1 NFAISLPD.VCRFRVNVFVQQQNVAMVIRTIASEIPNFDKLDLPEVLKDVVMTKRGLVLVVGGTGSGKSTTLAAMIDYRN 159
NTDB id 1177 A1552VC RS01165 WP 000422572.1 NFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRN 146
NTDB id 1203 PSJM300 01605 AFN76401.1 NFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRN 148
NTDB id 1019 ACIAD RS04205 WP 004922051.1 NFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRN 149
NTDB id 1307 DR RS10055 WP 010888596.1 DFSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHIN 152
NTDB id 1283 ACE17W RS02630 WP 010947729.1 DFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYIN 148
NTDB id 1259 GCO85 RS10305 WP 010947729.1 DFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYIN 148
NTDB id 1020 ACIAD RS04210 WP 011182164.1 DFSFEVPN.LARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDYIN 148
NTDB id 1194 PAKAF RS01995 WP 003084552.1 DFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYLN 148
NTDB id 1202 PSJM300 01600 AFN76400.1 DFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDYLN 148
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NTDB id 152169 ACZ75 RS14310 WP 050409374.1 GHSAGHIITVEDPVEYVHKNKGCLVTHREVGVDTHSWHNALKNTLRQAPDVILIGEIRDTETMEHAIAFAETGHLCLGTL 239
NTDB id 1177 A1552VC RS01165 WP 000422572.1 QHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATL 226
NTDB id 1203 PSJM300 01605 AFN76401.1 KNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATL 228
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATL 229
NTDB id 1307 DR RS10055 WP 010888596.1 TTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTL 232
NTDB id 1283 ACE17W RS02630 WP 010947729.1 SSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTL 228
NTDB id 1259 GCO85 RS10305 WP 010947729.1 SSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTL 228
NTDB id 1020 ACIAD RS04210 WP 011182164.1 NHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTL 228
NTDB id 1194 PAKAF RS01995 WP 003084552.1 NTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTL 228
NTDB id 1202 PSJM300 01600 AFN76400.1 NTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTL 228
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NTDB id 152169 ACZ75 RS14310 WP 050409374.1 HANNANQTMDRIINFFPEERRNQLLMDLSSNLRAIVSQRLIRTEDGKGRKAAIEILLNTPTIAEMIFKGSFQTIKEIMHK 319
NTDB id 1177 A1552VC RS01165 WP 000422572.1 HANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMAR 306
NTDB id 1203 PSJM300 01605 AFN76401.1 HANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKR 308
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMAR 309
NTDB id 1307 DR RS10055 WP 010888596.1 HTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQT 312
NTDB id 1283 ACE17W RS02630 WP 010947729.1 HTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLK.KNKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQT 307
NTDB id 1259 GCO85 RS10305 WP 010947729.1 HTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLK.KNKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQT 307
NTDB id 1020 ACIAD RS04210 WP 011182164.1 HTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLK.KEGGGRVAAHEIMIGIPAIRNLIREGKVAQMYSSIQT 307
NTDB id 1194 PAKAF RS01995 WP 003084552.1 HTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIK.KIGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQT 307
NTDB id 1202 PSJM300 01600 AFN76400.1 HTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLK.KVGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSSIQT 307
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NTDB id 152169 ACZ75 RS14310 WP 050409374.1 SRELGMCTFDQALYELYNKGYISYEEALRNADSANGLRLQIKLRGDRKEPGGAAAAGGAAELSM.QMDE........... 387
NTDB id 1177 A1552VC RS01165 WP 000422572.1 SQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDY...GSGSLQNVKIDM.E.............. 368
NTDB id 1203 PSJM300 01605 AFN76401.1 STDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS.QGLTLEM.SDDD........... 375
NTDB id 1019 ACIAD RS04205 WP 004922051.1 SGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEMERKM.TFDG........... 377
NTDB id 1307 DR RS10055 WP 010888596.1 GAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLAND...ASAGLGG.ASMTPAAPPVPAYNSASSSSTGRGGD 388
NTDB id 1283 ACE17W RS02630 WP 010947729.1 GQAKGMQTLDQHLTELVNKNIISKHTAHEAALNKSLF........................................... 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 GQAKGMQTLDQHLTELVNKNIISKHTAHEAALNKSLF........................................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 GATHGMTTLDQSLKQLLAKGIINLPTARAVAKSPESF........................................... 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 GGSLGMQTLDMCLKGLVAKGLISRENAREKAKIPENF........................................... 344
NTDB id 1202 PSJM300 01600 AFN76400.1 GGSLGMQTLDSCLKGLLAKGLISRDSAKEKAKQPENF........................................... 344
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