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MNWLNQHKKAI I LAASAAVFTAIMI FLATGKNKEPVKQAVPTETENTVVKQEANNDESNETIV IDIKGAVQHPGVYEMRT

NTDB id 1272 LPP RS04360 WP 010946546.1 ................................................................................ 0
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ................................................................................ 0
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ................................................................................ 0
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ................................................................................ 0
NTDB id 1294 VP RS04495 WP 021449594.1 ................................................................................ 0
NTDB id 105 BSU 25590 NP 390437.1 MNWLNQHKKAIILAASAAVFTAIMIFLATGKNKEPVKQAVPTETENTVVKQEANNDESNETIVIDIKGAVQHPGVYEMRT 80
NTDB id 1127 NGFG RS10560 WP 003703428.1 ................................................................................ 0
NTDB id 1126 NGFG RS09375 WP 003703428.1 ................................................................................ 0
NTDB id 1125 NGFG RS07215 WP 003703428.1 ................................................................................ 0
NTDB id 1108 NGFG RS06525 WP 003703428.1 ................................................................................ 0
NTDB id 152138 CUREO RS07735 WP 018713931.1 ................................................................................ 0
NTDB id 1242 Cj0011c YP 002343483.1 ................................................................................ 0
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NTDB id 1272 LPP RS04360 WP 010946546.1 ...................MKARLIAILLSFIVIPFSSQAENEPQK......TPAKQVLVKGKINLNTADVYSLTGSFKG 55
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ...................MKARLIAILLSFIVIPFSSQAENEPQK......TPAKQVLVKGKINLNTADVYSLTGSFKG 55
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 .................MQIKTKIVTLFLSLCLPTLPLLANAEETA.....PAAQVEEGIVITVNINTASAEELATLLKG 58
NTDB id 1150 A1552VC RS08580 WP 001166105.1 .................MQIKTKIVTLFLSLCLPTLPLLANAEETA.....PAAQVEEGIVITVNINTASAEELATLLKG 58
NTDB id 1294 VP RS04495 WP 021449594.1 ........................MKWILTLCLVVFAPLSLAAD.......TKADKYEGIEITVNINTASAEEIATMLKG 49
NTDB id 105 BSU 25590 NP 390437.1 GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSVQSDGGKGALVNINTATLEELQG.ISG 159
NTDB id 1127 NGFG RS10560 WP 003703428.1 .......MSRGGATPY....RFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEA.LPG 68
NTDB id 1126 NGFG RS09375 WP 003703428.1 .......MSRGGATPY....RFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEA.LPG 68
NTDB id 1125 NGFG RS07215 WP 003703428.1 .......MSRGGATPY....RFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEA.LPG 68
NTDB id 1108 NGFG RS06525 WP 003703428.1 .......MSRGGATPY....RFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEA.LPG 68
NTDB id 152138 CUREO RS07735 WP 018713931.1 ...........................................MKRLLLLFV..FSFSLLFGAVNINTASKEELMT.LKG 34
NTDB id 1242 Cj0011c YP 002343483.1 ...........................................MKKLLFLFF..ALTAFLFGAVNINTATLKELKS.LNG 34
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NTDB id 1272 LPP RS04360 WP 010946546.1 IGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN............. 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 IGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN............. 105
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 IGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL.................. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 IGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL.................. 103
NTDB id 1294 VP RS04495 WP 021449594.1 IGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL.................. 94
NTDB id 105 BSU 25590 NP 390437.1 VGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK................. 205
NTDB id 1127 NGFG RS10560 WP 003703428.1 IGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 IGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 IGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 IGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 152138 CUREO RS07735 WP 018713931.1 IGEATAEAIIEYRKEN.KFTKIEDIKNVKGIGDKKFESIKEDIEVKDNKK............. 83
NTDB id 1242 Cj0011c YP 002343483.1 IGEAKAKAILEYRKEA.NFTSIDDLKKVKGIGDKLFEKIKNDITIE................. 79
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