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NTDB id 151930 AFK25 RS13265 WP 035066129.1 .............MISLHLAGKQLLKSELSFSHDAKHV.......QIVDSIVKTKKGYRCVRCDNEDQQLFASFPCARCG 60
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYHS..SG 78
NTDB id 615 LCA RS02545 WP 011374200.1 ............MGQQVIACGRQFTAAQLADTQN...NNYSLPQIKRRPAFLRVKHRLVCQRCQQVVPPQT....C..LP 59
NTDB id 277 KZH43 RS10090 WP 000867601.1 ............MKVNLDYLGRLFTENELTEEE........RQLAEKLPAMRKEKGKLFCQRCNSTILEEW....Y..LP 54
NTDB id 236 SPD RS10765 WP 000867601.1 ............MKVNLDYLGRLFTENELTEEE........RQLAEKLPAMRKEKGKLFCQRCNSTILEEW....Y..LP 54
NTDB id 202 SPR RS10250 WP 000867601.1 ............MKVNLDYLGRLFTENELTEEE........RQLAEKLPAMRKEKGKLFCQRCNSTILEEW....Y..LP 54
NTDB id 167 SP RS11275 WP 000867616.1 ............MKVNLDYLGRLFTENELTEEE........RQLAEKLPAMRKEKGKLFCQRCNSTILEEW....Y..LP 54
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NTDB id 151930 AFK25 RS13265 WP 035066129.1 RICTYCRKCVMMGRCSECNPLVIWTGPIPSTSFSSPLKWSGKLSPAQQLASDEVCQAIDRNDSLLVWAVCGAGKTEVLFA 140
NTDB id 108 BSU 35470 NP 391427.1 KNKLYCRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFP 158
NTDB id 615 LCA RS02545 WP 011374200.1 DGRHYCAQCLLFGRLVEGDWLYTVPECHLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTEMLFQ 139
NTDB id 277 KZH43 RS10090 WP 000867601.1 IGAYYCRECLLMKRVRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQ 132
NTDB id 236 SPD RS10765 WP 000867601.1 IGAYYCRECLLMKRVRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQ 132
NTDB id 202 SPR RS10250 WP 000867601.1 IGAYYCRECLLMKRVRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQ 132
NTDB id 167 SP RS11275 WP 000867616.1 IGAYYCRECLLMKRVRSDQTLYYFPQEDFPKQ..DVLKWRGQLTPFQEKVSEGLLQVVDKQKPTLVHAVTGAGKTEMIYQ 132
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FDTVLVML I IVDEVDAF
NTDB id 151930 AFK25 RS13265 WP 035066129.1 GINLALSRGKRVCIAAPRTDVVLELAPRLASVFPSVDMAALYGGSEDRGKLASLTVATTHQLLRYYRAFDVMIVDEVDAF 220
NTDB id 108 BSU 35470 NP 391427.1 GIESALNQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDAF 238
NTDB id 615 LCA RS02545 WP 011374200.1 GILVALQKGQRVCLAAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVDAF 219
NTDB id 277 KZH43 RS10090 WP 000867601.1 VVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSCG.IALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAF 210
NTDB id 236 SPD RS10765 WP 000867601.1 VVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSCG.IALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAF 210
NTDB id 202 SPR RS10250 WP 000867601.1 VVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSCG.IALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAF 210
NTDB id 167 SP RS11275 WP 000867616.1 VVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSCG.IALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAF 210
consensus ********!**!!*!*!!**!*!!!**!!***!*** *****!* ********!***!!!!!!****!*!**!*!!!!!!

logo PFYSVAVDDNQPTVMLAQSYFTYHAVQEKKQRNASCRVKKPEQTNCSGASTLLRLVIYFLSTATPSNPTEKPNAQE I
W
L
Q
K
D
Y
R
K
A
E
K
A
I
V
A
K
L
R
A
N
S
L
K
G
K
Q
E
M
R
L
H
T
K
A
S
V
R
S
V
L
E
R
T
N
I
LPLARRHYFHRGKHNLPLPIVEIPQRTKRFPEHVIVWACLFGSNDW

F
K
Q
R
N
A
K
R
Q
K
Y
W
L
K
N
R
D
H
R
K
G
H
N
K
R
I
LPSKLPACRKVL

NTDB id 151930 AFK25 RS13265 WP 035066129.1 PYSVDPMLSYAVERARKPTSSLIYLTATPNEQWQYEVKSGKRKAVTIPARYHRHPLPVPTFEWCGNWQKKWRHHRLPLCV 300
NTDB id 108 BSU 35470 NP 391427.1 PYSADQTLQFAVQKARKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAV 318
NTDB id 615 LCA RS02545 WP 011374200.1 PFVDNPVLATAVEQACKPQCALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRLPKRL 299
NTDB id 277 KZH43 RS10090 WP 000867601.1 PYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKL 290
NTDB id 236 SPD RS10765 WP 000867601.1 PYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKL 290
NTDB id 202 SPR RS10250 WP 000867601.1 PYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKL 290
NTDB id 167 SP RS11275 WP 000867616.1 PYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKL 290
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NTDB id 151930 AFK25 RS13265 WP 035066129.1 VQWMYARLEQKKQAFVFVPHIDLLQQVVPYLQQFHP..HIEGVHAEDPKRKEKVLTFRRGQIPILVTTTILERGVTVPNV 378
NTDB id 108 BSU 35470 NP 391427.1 KRWIEFHVKEGRPVFLFVPSVSILEKAAACFKGVHC..RTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKV 396
NTDB id 615 LCA RS02545 WP 011374200.1 ERDCQTYLK.TQQILLFVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTFKNV 378
NTDB id 277 KZH43 RS10090 WP 000867601.1 KSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCV 370
NTDB id 236 SPD RS10765 WP 000867601.1 KSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCV 370
NTDB id 202 SPR RS10250 WP 000867601.1 KSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCV 370
NTDB id 167 SP RS11275 WP 000867616.1 KSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCV 370
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NTDB id 151930 AFK25 RS13265 WP 035066129.1 DVAVLGAEQPIFTESALVQIAGRVGRSAQYPTGDIRFFHFGKTKAMLKAKRHIVRMNEEARKRGLIDE 446
NTDB id 108 BSU 35470 NP 391427.1 QTGVLGAESSIFTESALVQIAGRTGRHKEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD. 463
NTDB id 615 LCA RS02545 WP 011374200.1 AVLVLGAEHMVFNEAVLVQIAGRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV. 445
NTDB id 277 KZH43 RS10090 WP 000867601.1 DVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL...... 432
NTDB id 236 SPD RS10765 WP 000867601.1 DVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL...... 432
NTDB id 202 SPR RS10250 WP 000867601.1 DVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL...... 432
NTDB id 167 SP RS11275 WP 000867616.1 DVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL...... 432
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