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NTDB id 151921 AFK25 RS10760 WP 035067184.1 MLASKTRWNMKQVNEQQVQMIAQALHIAPLVATLLVSRGYDTVEAARSFFEQK.QSFHSPFLLNDMEKAVERIEKAITKG 79
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !!!!! !! * * ! * !!! !!!!*!!! !!*!! ! !! ! * !* !* !! * ! ! *!! !!*
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NTDB id 151921 AFK25 RS10760 WP 035067184.1 EHILVFGDYDADGVSSTVVMVSALREKGANVSFYIPNRFLEGYGPNEQAFRLAKEQGVSLIITVDTGISALHEATVAKQL 159
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !*!***!!!!!!!!*!! !!** ! !*! !!!! !! !!!!!!!!!!! !! ! !!!!!!!!!! !*!!! !!! !
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NTDB id 151921 AFK25 RS10760 WP 035067184.1 GIDLIITDHHEPGPVLPEAYATIHPKIS.PNYPFKHLAGVGVAFKLAHALIGRVPYEWLDVVAIGTIADLVPLQDENHLL 238
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!!!! !!* ! *!!! ** !!!!*!!!!!!!!!!!!!!*! *! ! !!* !!!!!!!!!!!*!!!*!*

logo ARTLGI
LEQRFLRQRTNRLGLKQAELCIKLQCSGGVDSHIGTAEAVNTEDETI

V
A
GFMQI

L
A
GPR I

LNAAVGR I
L
D
E
C
QADPAVHQLLLMS

T
E
TDASFHEADEEMLAAEEQIDMQLMNKRE

NTDB id 151921 AFK25 RS10760 WP 035067184.1 ARLGIEQFRQTNRLGLQALCKQCGVSHTAVTEDTIAFMIGPRINAAGRLDCADPAVQLLLTTDAHEADMLAEQIDMMNRE 318
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !!*! ! !!!!!! !*! *! * !*!**! **!!*!! !!***!!!!!*!!** ! *!!* !! !! *!*!
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NTDB id 151921 AFK25 RS10760 WP 035067184.1 RQQLVNDITEEAIQLVEQHYADDRVLVVAKEGWNVGVIGIVASRLVERFYRPTIVLSIDQEKGIAKGSARSIEGFDLFAN 398
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES 400
consensus !! *! *!*!!! *!!!* ! *!!!! !!!*!!*!!!!!*!!*!!!!! !!! !! !!!!!!!!!!!! !! !!
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NTDB id 151921 AFK25 RS10760 WP 035067184.1 LSNCRDILPHFGGHPMAAGMTLSLHDVDELRHRLNEAAMQQLTPEHFVPVTHVDVCCSISDVSIELIEQMNRLAPFGMGN 478
NTDB id 354 BSU 27620 NP 390640.1 LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLN 480
consensus !! !!!!!!!!!!!!!!!!!!! *!!**!!*!!!! ! * !!*!*!*!! *!!**! * !***! ! !! ! !!!! !
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NTDB id 151921 AFK25 RS10760 WP 035067184.1 PKPRVLLEHVQLDTLRKIGTDQNHLKLLLVEDGKTLEAIGFGFGHIGDEIAPNAHLSVVGELSINEWNNFRKPQLMIQDI 558
NTDB id 354 BSU 27620 NP 390640.1 PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA 560
consensus !!!*!!*!* !* *!!!! !*!* * * !***!! !** * ! ! **!*!!!*!!!!!!! *!!!!!! !
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NTDB id 151921 AFK25 RS10760 WP 035067184.1 AVNEWQLFDVRHIRHPSKFIASLPKEKRLFIAFHPDTADALQLSAYANEIVY.VQNEQAATVDVTGKYVVLLDLPPSQQI 637
NTDB id 354 BSU 27620 NP 390640.1 AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM 640
consensus !! !!!!!!*!* !** * !! !! * !**!* !! !** * *!! !* ! !*!!!!*!!! *
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NTDB id 151921 AFK25 RS10760 WP 035067184.1 VKVLLSCSLPERIYALFYQRESHFFSVLPTREHFKWLYSFLHKRSPFDVRRYADDLARSRGWTKETILFMIQVFRELGFI 717
NTDB id 354 BSU 27620 NP 390640.1 LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFV 720
consensus * !! * !!!!! *! **! !! ! ! !*!!!! ! !!*!! *!!!**** *!!***!!* !!! !! !! *!!!*
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NTDB id 151921 AFK25 RS10760 WP 035067184.1 TVENGIVSLARDVQKRDLTESPSYRLKQAQAELEHMFLYSSYSQLKRWFDSLYEEEKVNGFKTIRHDCS 786
NTDB id 354 BSU 27620 NP 390640.1 KIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEA.YESTRRT.. 786
consensus *!!!**!* !!!!!*!**! !! !!** !!! !! ! ! * ** * !* **
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