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NTDB id 151920 AFK25 RS10680 WP 019416816.1 .MALQQQLDLDERSFIKGVHIGTIFHNEDNLYSVIRVRVEETNEAHIEKDVVVTGYFPLLGEYDTYTFFGSFKEHPRFGK 79
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus * ** !! !*! ***!! * !*!!* !!!*!**!*! !! !!* *! ! !!!!!! ! ! *!!!!*! !!*!!

logo QFYQVAVEHFKRKEFIPETTKEGI
V IQYLSGSDGLMFEKGIGKKTAAEAE IVEKKTLGDERSAINSKI LAEDAPDSVLAYDNVPKRLSTKAKKADKQTLAYEGATLQRERHEQG

NTDB id 151920 AFK25 RS10680 WP 019416816.1 QYVVEHFRKEFPETKEGVIQYLSGGMFKGIGKKTAAAIVETLGERAISKILEDPDVLANVPKLTKAKAKQLYETLREHEG 159
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !* !!!*!! ! !!!!*!!!!! *! !!!!!!! !! !!* !! !!! !* !! !!*!*! !! ! ! ! !

logo LEQIMIASLNSQFGFGPQLSMKIYQAVYEKDSETLEQI
KIQRETNPYQLVEKDVEGIGFGKRADDELGLSQRLMGI
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NTDB id 151920 AFK25 RS10680 WP 019416816.1 LEQIMIALSQFGFGPQLSMKIYQVYKDETLQIIRTNPYQLVEDVEGIGFGRADDLGLQLGISGNHPDRIRAGCLYVIEQH 239
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !!!!!! ! !!!!!!!!!!!!!! ! !!! ! !!!!!! !!!!!!!!*!!*!! *!*!!!!!*!**!**!! *! *
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NTDB id 151920 AFK25 RS10680 WP 019416816.1 CMQEGHVYMTYEQLLTEVKQLLEAKRQELVDIA..CISREIVHLSEEGKLIAEEDRFYIPSLYFAEKGIVSNVKRLLEQT 317
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus !* !!! !* !!!* * !! ! ! *** !**! ! ** !* !*! !!!**!! * !!** !!
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NTDB id 151920 AFK25 RS10680 WP 019416816.1 G.TATFSEAEFLLALGEWEEEANIQYSQKQKEAIQQALCSPLFILTGGPGTGKTTVINGIVHLFAKLHGLSLDPASYDAE 396
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
consensus * !*! !!!!!!!! !! *!! * !!!!!! !!*!!* *!!!!!!!!!!!!! !!!*!** !!!*!!!! ! *
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NTDB id 151920 AFK25 RS10680 WP 019416816.1 EPFPILLAAPTGRAAKRMTESTGLPAMTIHRLLGWSG.DGFQRGEDEPICGKLLIVDEMSMVDTWLANQLLKSVPTTMQV 475
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
consensus !*!!!*!!!!!!!!!!!!*!!!!!!!*!!!!!!!! !**!! * !! !!*!!!!!*!! !!*! !!!!*! ! *! **!*

logo I FIVGDEDQLPSVGPGQVLKRDLLARASNQVIPTVRLTDIYRQAEGSS I IVESLAHAQI
MKDNGLNI

LPHNDNLTASPQTKDRSF IRCGTGSGSQI
V
K
V
D
EV

NTDB id 151920 AFK25 RS10680 WP 019416816.1 IFVGDEDQLPSVGPGQVLKDLLRANVIPTVRLTDIYRQAEGSSIISLAHAIKDGNIPHDLTSPQKDRSFIRCTSGQVVDV 555
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus ! !!!!!!!!!!!!!!!!*!!! *!!!!!!!!!!!!!!!!!!!* !!! *! ! *!* !! ! !!!!!!!! !* *!
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NTDB id 151920 AFK25 RS10680 WP 019416816.1 VKKVAENAKQKGYRAKDVQVLAPMYRGHAGIDRLNETLQQLFNPKCDNKRELVFGDVVYRVGDKVLQLVNQPDENVFNGD 635
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
consensus ! !! !! !!! !!!*!!!!!!!!!*!!! !! !! * !!*** *!!! !!!!!!! !!!*!!!!!!!* !!!!!!

logo IGE ITVAS I FYAKNENTVEKEQDLMAVVVSFDGNEMVTFYPTKKQDEFLHNQFVTHAYCCS IHKSQGSEFP IV I
VLPVVKGSYYRMLRRNLLYTAIT

NTDB id 151920 AFK25 RS10680 WP 019416816.1 IGEIVAIFYANENVEKQDLVVVSFDGNEVTYPKQELHQVTHAYCCSIHKSQGSEFPIVILPVVKSYYRMLRRNLLYTAIT 715
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
consensus !!!! !!!! !! !! !* !!!!!!!!*!**! * *! !!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!!!

logo RASKKQFYL I LCGEEEAFLEQLWGVKMNRNTDEADGTTVRQTSTLKYENKRL ISAVAQLVESEMDAELEAPELQKEQLQLPFLPSMVEHDANIGMEGI
VTPFYDFMEKENDEQVQT

NTDB id 151920 AFK25 RS10680 WP 019416816.1 RSKQYLILCGEEEAFQLGVMRTEDGTRQTTLYEKLIAALS.......PE..QQLLPMEDANIGMEGVTPYDFMENDVT 784
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus ! ! *!!!!!!!!! !! * !!!*! *! * ******** ** * ***!!!!!!!!*!!*!!! *
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