logo

NTDB id 151454 AC807 RS04090 WP 031885880.

NTDB id 30 MW RS08005 WP 000697220.1
NTDB id 14 SA RSO07775 WP 000697220.1
consensus

logo

NTDB id 151454 AC807 RS04090 WP 031885880.

NTDB id 30 MW RS08005 WP 000697220.1
NTDB id 14 SA RSO07775 WP 000697220.1
consensus

logo

NTDB id 151454 AC807 RS04090 WP 031885880.

NTDB id 30 MW RS08005 WP 000697220.1
NTDB id 14 SA RSO07775 WP 000697220.1
consensus

logo

NTDB id 151454 AC807 RS04090 WP 031885880.

NTDB id 30 MW RS08005 WP 000697220.1
NTDB id 14 SA RS07775 WP 000697220.1
consensus

logo

NTDB id 151454 AC807 RS04090 WP 031885880.

NTDB id 30 MW RS08005 WP 000697220.1
NTDB id 14 SA RSO07775 WP 000697220.1
consensus

L A W W LA LV RO S

MKILFQEIINKAIEMKASDVHFIPVKNEVSIKFRINDNLEQYEQIGNSIYQKLLVYMKFQAGLDVSTQQVAQSGRYSY)RF
MKILFQEIINKAIEMKASDVHFIPVKNEVSIKFRINDNLEQYEQIGNSIYQKLLVYMKFQAGLDVSTQQVAQSGRYSYHF
MKILFQEIINKATEMKASDVHFIPVKNEVSIKFRINDNLEQYEQIGNSIYQKLLVYMKFQAGLDVSTQQVAQSGRYSYHF

ELRTL O VIRVEE RS R Rk, LT ST YLV

NKIYFLRISTLPLSLGQESCVIRIVPQFFQI¥QKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTLMYQMVSYANKALNLN
NKIYFLRISTLPLSLGQESCVIRIVPQFFQQQKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTLMYQMVSYANKALNLN|
NKIYFLRISTLPLSLGQESCVIRIVPQFFQQQKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTLMYOMVSYANKALNLN

TPV KR VAR D e RO VG LT K

VISIEDPVEMQIPGIVQI VNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGAI
VISIEDPVEMQIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGAI
VISIEDPVEMQIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGAI

SLE SCEL AT ERLITNCR SRR SLERLD T £

LRLLEMGISVQELIQATNLIINQRLVTTIKQQRQLVCEILSQQQLRYFFSHNHSLPSSFKNLEDKLDDMTKAGVICETTM
LRLLEMGISVQELIQATNLIINQRLVTTIKQQRQLVCEILSQQQLRYFFSHNHSLPSSFKNLEDKLDDMTKAGVICETTM

LRLLEMGISVQELIQATNLIINQRLVTTIKQQRQLVCEILSQQQLRYFFSHNHSLPSSFKNLEDKLDDMTKAGVICETTM
PELL e rrrrrrrrrrrrrrnt

3IKY I 324
DKYI 324
DKYI 324

X non conserved
B similar
> 50% conserved

160
160
160

240
240
240

320
320
320



