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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 151104 ACR55 RS00430 WP 032958648.1 ..MASVNKVILVGNLGRDPEVRYSPDGAAICNLSLATTSQWKDKASGERREETEWHRVVMYNRLAEIAGEYLKKGRSVYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQ............. 138
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQ............. 138
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PAQGG....M..N.VPAQQ....GSWGQP...... 141
NTDB id 151104 ACR55 RS00430 WP 032958648.1 EGRLKTRKWQDKDTGADRYSTEIVA....DQMQMLGGRDGGDGG.NYGGG.GGGY..DEAPRQQ................ 134
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQG....DVLQMLDSRSSG..G.DFGGNQGSGW..NQAPAQTNYNQGGYSDNYAQNNN 148
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NTDB id 1131 NGFG RS05740 WP 003695064.1 ..PAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ..PASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..QQPAKQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 151104 ACR55 RS00430 WP 032958648.1 ..RAAAQRPAPAQRPAPAA.PMGGGAANLADMDDDIPF 169
NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNGGNATRPQPAQKPAAQ......AEPPMDNFDDDIPF 180
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