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NTDB id 151087 ADJ77 RS08270 WP 050696272.1 MAKDKIAFVCSNCGQESTKWIGKCPSCGQWNTFKEIRIAADTGSQAARNAATTLRNAASGGSVSALANKPQRLRDISSHD 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRR..........AAFSHS.VQTVQKPSPITSIETSE 69
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..........VSLTGE....KTKPMKLAEVTSIN 66
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..........VSLTGE....KTKPMKLAEVTSIN 66
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..........VSLTGE....KTKPMKLAEVTSIN 66
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..........VSLTGE....KTKPMKLAEVTSIN 66
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..........VSLTGE....KTKPMKLAEVTSIN 66
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..........VSLTGE....KTKPMKLAEVTSIN 66
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NTDB id 151087 ADJ77 RS08270 WP 050696272.1 EPRIDMHDGELNRVLGGGLVPGSIVLLGGEPGIGKSTLTLQTILHM...TQRVLYVSGEESPHQIKMRAERITKNIAENI 157
NTDB id 125 BSU 00870 NP 387968.1 EPRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINN.PSL 148
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.SEF 144
NTDB id 509 SM12261 RS00130 WP 078228442.1 VNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.SEF 144
NTDB id 279 KZH43 RS00140 WP 074017595.1 VNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.SEF 144
NTDB id 238 SPD RS00140 WP 074017595.1 VNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.SEF 144
NTDB id 204 SPR RS00140 WP 074017595.1 VNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.SEF 144
NTDB id 169 SP RS00155 WP 074017595.1 VNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.SEF 144
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NTDB id 151087 ADJ77 RS08270 WP 050696272.1 IILSETSLEHIFEHIRDVQPELVVVDSIQTISTEDVDSSPGSITQVRECASALLRFAKTSGVPVILIGHINKEGSIAGPK 237
NTDB id 125 BSU 00870 NP 387968.1 HVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPR 228
NTDB id 537 SMSK321 RS07120 WP 080550752.1 YLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPR 224
NTDB id 509 SM12261 RS00130 WP 078228442.1 YLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPR 224
NTDB id 279 KZH43 RS00140 WP 074017595.1 YLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPR 224
NTDB id 238 SPD RS00140 WP 074017595.1 YLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPR 224
NTDB id 204 SPR RS00140 WP 074017595.1 YLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPR 224
NTDB id 169 SP RS00155 WP 074017595.1 YLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPR 224
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NTDB id 151087 ADJ77 RS08270 WP 050696272.1 ILEHIVDTVIQFEGDQHYMYRILRSIKNRFGSTSELGIYEMEQQGLRQVSNPSELLLTEDHEGLSGVAISSTIEGVRPFL 317
NTDB id 125 BSU 00870 NP 387968.1 LLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPIL 308
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPIL 304
NTDB id 509 SM12261 RS00130 WP 078228442.1 MLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPIL 304
NTDB id 279 KZH43 RS00140 WP 074017595.1 MLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPIL 304
NTDB id 238 SPD RS00140 WP 074017595.1 MLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPIL 304
NTDB id 204 SPR RS00140 WP 074017595.1 MLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPIL 304
NTDB id 169 SP RS00155 WP 074017595.1 MLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPIL 304
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NTDB id 151087 ADJ77 RS08270 WP 050696272.1 VETQALVSSAAYGTPQRSATGFDQRRLNMLLAVLEKRVGFKLMQKDVFLNIAGGLRVTDMAMDLSVIAAVLSSNVDTPIE 397
NTDB id 125 BSU 00870 NP 387968.1 VEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPN 388
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
NTDB id 509 SM12261 RS00130 WP 078228442.1 AEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
NTDB id 279 KZH43 RS00140 WP 074017595.1 AEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
NTDB id 238 SPD RS00140 WP 074017595.1 AEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
NTDB id 204 SPR RS00140 WP 074017595.1 AEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
NTDB id 169 SP RS00155 WP 074017595.1 AEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTN 384
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NTDB id 151087 ADJ77 RS08270 WP 050696272.1 QGWCMCGEVGLSGEVRPVSRIEQRIAEAEKLGFSNIIIPKYNLSGLTGKYNIQLHSVRKVEEALRALFG. 466
NTDB id 125 BSU 00870 NP 387968.1 PADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 PQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 PQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 PQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 PQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 PQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 PQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
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