logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1

151081 ADJ79 RS09920 WP 050715821.

1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1169
1402
1112
1113
1252

TT RS02230 WP 011228203.1

DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAAB5695.1 219..1451( )

GCO85 RSO7730 WP 011213805.1

151081 ADJ79 RS09920 WP 050715821.

1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1

151081 ADJ79 RS09920 WP 050715821.

1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

A1552VC RS11075 WP 000648511.

MAK
MAK
MAT

)

D L

DIT
DIT
DIT
IDNN A
1NN A
IDNN A
DIT
ok

Ef'::L

=Y

*

...MKATQTLP KN R
... .MKTIEPQEKN
N.GGFSLFJKKEKR|3
N. GGFSLFAKKEKRFI

... .MDKN
AASRPNMK

PPELT|3H
VKEVI)JE

vHRQLAT A LYQA Al

IF RQLATM

FTRQL TM
FTRQL TM
F RQLATM
IFTRQLATM
FTRQ ATM
IFTRQLATM

IFTRQLATM
ko 1 Lok ]|

KAG PL QAF
[JAG PL QAF
i G PLVQAF
KAGVPL Q F
KAGVPL Q F
KAGVPLVQAF

KAGVPLVQ F
* %k | % | %k %

R et el

LD LAMYKEK
LD

ANWYKEKHEM
LDRLAMYFIEK ER
LDR AQYKEK EREL
LDR AQYYKEK EYL
LDR AMYKEK EJRL

* % | P lskok skok

VA HEN

Dok Lk D s Ik

VEAEEhAVNEAEéﬁéﬁt ey

)/\

EAEDLRTAARLLRDRG FMAEISEPGKGEQAE RIP
IEV
IEV
EEL

\BNLRKQGIgN NI
RNPSRE

\MILRKQG BN

JMNT 5| ENGH L 1 LMKHPYF L CNLV
LSEAJRKHPMYF WLYCNLV
IAGIIN PIYM - g oy - [0 o VI GIY - [§ B} LRK P[]YFDBLYCNLV

* kokkokkk ok * k| ok ok k% kkkk k| ok * k% |
Ty L] V VEAN A
yxéf. telY §F éLvésF { AET gl

LPAFTIRYV
LPAFTQUV
LPAFTQIYV
sl ko |k

kkk k| * %

£K§KVKQE
ALERIGPGLK

Sl kD

A

Dok kok ok

144
148
147
150
150
147
150
146
149
149

224
228
227
230
230
227
230
226
229
229



logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 151081 ADJ79 RS09920 WP 050715821.1
NTDB id 1198 PSJM300 03950 AFN76868.1

NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GCO85 RS07730 WP 011213805.1
NTDB id 151081 ADJ79 RS09920 WP 050715821.1
NTDB id 1198 PSJM300 03950 AFN76868.1

NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

<0

logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1252 GCO85 RS07730 WP 011213805.1
NTDB id 151081 ADJ79 RS09920 WP 050715821.1
NTDB id 1198 PSJM300 03950 AFN76868.1

NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
consensus

zﬂégé%gﬁgé@BSzﬁB&
LAYV

|

P

W MKAMIA FSRTLAT FAAG P § LI TAJ®¥ GN

F RIK AT A FSRTLAT F AG P pALIQ T |y GN
GRT IRFAAGVPLVDYY LDSTAGAAGN

IRFAAGVPLVDYLDSTAGAE
INK AT ARF RTL l FAAG PLV ALEASE AGA GN
MK WIAR RTL TIFAAGVPLV LDSY

PIFGD
PIFGD

P HCH
PIFG
P [jcD
PIWGD
PIFGD

RN ETIETY k% Daokk | Drok ok

%k ok %k ok %k ok k ok k k k x * kx  kokx

1 skoskoskokok ok |k kok ok ok ok | sk ok %

2 |

QMVNIGEESG
QMVMIGEESG

ke Do, s

oot R

LAé PPN

B

DjsIML[EKMA FYEMEVD
QMPAIGEESGALD MLEKVARFYEINEVD
QMVAIGEESGALD MLBKVAW YEREVDREAVD

QMVAIGEESGALDEMLBKVAW YERNEVDNAVD
DR D DD bk LT Lok ok D1 T 1ok ook |

QMEAIGEESG

MEPLI JNILG
MEPLI INILG
wk 1l * %k

AN sy,

406

VGGLVVAMYLPIF LEISV [cys 408
VGGLVEAMYLPIF LEISV [¢3R 407
GIL VAMYLP F LGN .. 410
GIL VAMYLP F LGN . 410
VGGLVVAMYLPIFELGSEV... 406
GG VV MYLPIFJYLGSV Vs 409
VGGL AMYLPIF GSVV. 405
VGGLV AMYLPIF c. 408
VGGLV AMYLPIF c. 408

* D okk ok k% |

D1k |k ook ok ok

X non conserved
B similar
>50% conserved

303
308
307
310
310
307
310
306
309
309

383
387
386
389
389
386
389
385
388
388



