
logo

MTPM
Q
K
N
M
D
M
N

D
I
Q
T
N

I
N
D
H

P
T
L
E
Q
T
Y
A

K
L
P
T
A

W
LLKRALCMNSLCFRQI

L
M
T
V

K
P
G
Q
R
K
I
LGASGPKQRTVGKRTMVIDGHLNSHRKI

L
Q
L
K
A
S
E
K
N
Q
T

D
I
R
V

D
L
N
W
T

F
L
P
A
D
G
N
S
T

L
N
Q
E
F
I
N
L
C
V
L
Q

M
S
N
Q

F
Y
S
T
D
A
D
K
P
T

E
K
T
V
A
Q
W
F
L
K
L
Q
S
R

A
L
S
Q
C
L
V
M
D
GLWEGKTNPEAAEIKQRGQI

L
P
R
V
Q
F
S
A
R

L
W
L
T
F
A
H
K
N
S
T

P
Q
A
T
V
E
D
H
I
M
A

R
K
NFDPDEQ

W
Y
F

A
V
I
K
D
E
A
T
P
Q

D
C
ALLNTVQWAGLRSVAQES

NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGEFCQYDKTALKQMGWNERQIQRWFNPEHK.....WIDQALQWAE 70
NTDB id 151015 ADJ80 RS00610 WP 050692526.1 ....MNNHPELLLRLLQIPKLGPTTIHKILAQVNLTELQNYDAVAFRQMGWNAQQIQAWFHPEMR.....YIEPALLWGE 71
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGGVGIDKILSNITLNELLNYDDVAFRQMGWGAIQIRRWFKPEAK.....FIEPALVWSQ 71
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQK.RWPDLNLMF...QLSSVDLEEAGLPSWLAQTIKNFDPDFIKTDLNWLS 71
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNIVQYSTEQLQLLGLTAKQLQAW.SQVDK.....EVDACLTWVA 74
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQLQSFTPKQWLACGLKPEQLVFLTTQAAK.....QAEQCLQWRS 72
consensus * *! ! ****! * *** * ** ** ** * * *** ! !

logo

Q
S
A
K

A
S
D
N
S
E
H
Q
G
N

Q
R
H
N

I
Q
Y
H
L
IVLDNTPWLYADHFCHDSAEPDFSYLYPAEPRFLLKEQTI ENSVAADTSFSAPPFP I

L
VLYFAIVERKGI

E
N
A
C
V
W
L

T
E
S
C
S
A
V
L
H
P
T
S
D
L
Q
Q
R
P
A
S
Q
L
M
V
IAMIVGSRDQYNYCATSHNTVTDYGLNREEHQYHINWTAGKRAQTYHFSAARSTDE I

L
A
T
S
V

K
L
R
T
Q

A
N
S
H
D
Q
G
V
F
L
A
I
S
T
V

I
V
V
TSGLAI

LG
NTDB id 1388 A4U84 RS04945 WP 062924099.1 Q.DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLAIG 149
NTDB id 151015 ADJ80 RS00610 WP 050692526.1 K.EGNIILDYFHPSYPELLKQIESAPPVLFVKGNCSALSQQQIAIVGSRQCSNYGEYWAKYFATELTTNGFVITSGLALG 150
NTDB id 1361 HI 0985 AAC22646.1 K.EGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLALG 150
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLALG 151
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLALG 154
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLALG 152
consensus * *** * !! !!!** * !**!***! ********!*!!!!* * ! ** !**** ** **!!!!*!

logo IDAGYFHACHLDQRAGCVAAVLDELQNEGILAGNQQGI
P
K
QTVIAVLGTSGI

L
A
D
E
C
E
Q
I
VYPKRSTAQKRHKLQRRGKLSAAQEERQVIATVIATETNQSNGLALLVSEFALPRFLPDHKLNSASTQAKPPKRVIAADGEHNFPLRRNR I I SGLSVLACGI

V
T
V
L
I
V I
VEA

NTDB id 1388 A4U84 RS04945 WP 062924099.1 IDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIEA 229
NTDB id 151015 ADJ80 RS00610 WP 050692526.1 IDGFCHQAAVDLNQPTIAVLGSGLEEIYPTKHRKLAQEIITNNGALVSEFFPLQPPVAENFPRRNRIISGLSLATLIIEA 230
NTDB id 1361 HI 0985 AAC22646.1 IDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVVEA 230
NTDB id 1250 GCO85 RS13065 WP 027219989.1 IDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIEA 230
NTDB id 1399 DSB67 RS15600 WP 010645755.1 IDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVEA 233
NTDB id 1152 A1552VC RS00200 WP 000654772.1 IDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVVEA 231
consensus !!* ! *** ** !*!!!!*!****!! *! *!* *** *!*!*!!! * *!*!**!!*!!!!!!!!!** ***!!

logo

A
T
I
V
E
N
R
KSGSL ITARMYAALEQGNRDE I

V
L
F
V
A
I
V
LPANGNSVI FHNQASNAKQPAFLNSYASERSQGGSCNHRYKQLLIRQKENQGAKLCMLVTQESNAITVAKEQEQDVIHLDNQEANTE I

L
A
Q
S
Y
K

I
N
P
Q
S
W

A
E
H
L
S

H
P
S
L
D
H
T
I
H
Q
W
K
Q
S
I
K
L
Q
R

N
Q
R
S
T

P
Q
S
E
I
S
V
Q

D
F
H
L
N
V

F
I
L

D
Q
P
Q
I
S
A
L
FDTK

VPHKNFQY
NTDB id 1388 A4U84 RS04945 WP 062924099.1 TVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAW....QRQSVHIQPSLFDTKPKQ 305
NTDB id 151015 ADJ80 RS00610 WP 050692526.1 TERSGSLITARYALEQNREIFALPGNIQSQFSQGCHKLIKQGAMLVENIEDILENLSPSPIWKKRPQNL........PHF 302
NTDB id 1361 HI 0985 AAC22646.1 TEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHSIHSQTEIDFDQIA...VPNY 307
NTDB id 1250 GCO85 RS13065 WP 027219989.1 AIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQ.....F............ 293
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQSL............ 301
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLSEQV............ 299
consensus **!!!!!!!!*!*!! !*****!***** * !** !***!! !! ** **** *

logo

A
T
S
T
V
P
K
P
R
S
Y

N
P
Q
S
T

A
D
E
K
T

D
T
P
H
I
K
L
A
F
A
Q
S
K
R
A
L

A
N
R
V
P

E
I
Q
S
L

D
G
P
S

D
K
P
V
E

L
V
E
A
E
T
A
L
P
C
P
S
Q
F
H
E
Q
P
E
N
K
QLFVLYDEKSAFQRTNVI SGFILNYSTETAPVITTPSVIDQIDI

L
I
V
A
A
D
E
K
S

A
E
K
R
F
L
S
T
D
Q
G
N

M
Y
I
L

A
G
P
S

M
V
D
E
Q

D
E
T
V
Q

A
I
L
V

T
M
L
I
S
T
V
M

E
G
QLALDNELELKSLQDGAVHL IVKVIQSAEVRSNPGLGYKRVI IRCSTVKEGYREGR

NTDB id 1388 A4U84 RS04945 WP 062924099.1 AVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT.... 375
NTDB id 151015 ADJ80 RS00610 WP 050692526.1 TSRTTPHAQLPE.PVTPSHPKLYDTIGYSPISIDDLVAKLGLSVDQLLTQLLELELQDLIISENGLYRRS.... 371
NTDB id 1361 HI 0985 AAC22646.1 TPPPDP...RRL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYKRV.... 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .TSNKPIFSLASGK.....ENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 1399 DSB67 RS15600 WP 010645755.1 .....DLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGRG. 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .PYQATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIRKGRG. 371
consensus * * * ! ** * **! ** ** * ** ****!**!!! * ** * !*!**



X non conserved

X similar

X ≥ 50% conserved


