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INNQRVMVLVGRLTRKDVPEDLRYTPSASNGVAAVGAHTVFSTMLAVNRQSTFKTNAQNSGDE I

READYFVINCTVLTIWRRKAQSTAENFLTVALNLYFCGLTQRKKGASLAIVGAVSTDGR I
LQTR

NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 150818 AC806 RS00040 WP 041591730.1 MINNVVLVGRLTKDPDLRYTSNGVAVATFTLAVNRTFTNQNGEREADFINCVIWRKAAENLANLGRKGALIGATGRIQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
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logo

S
NYENEQEQGVQNRVFYVTEVLQVVADESTNFVRSQFLMLDESPKRNPSTGRTVEGSTGKEASQAGRDQRSSGADGDGYANDESGQSVNFGSNGGNSGNQSQNYFSGGNSGQSYQNDQNSTGPFGTGNSQNPTNQSQRTGPRENAQTGPANAFDNNRSDFTQNADNDPFAN

NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQ..SNGSQQSGFT..SPQQTGNAPAANNTQADPFAN 156
NTDB id 150818 AC806 RS00040 WP 041591730.1 NYENQQGQRVFVTEVVAENFQLLEPRSVSEQRRSADNDSVGGNQSNFGNSYNQT.....QTSQTPETPNFDRDNNDPF.. 153
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGN..SFNDDPFAN 158
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
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NGKQSAPS IDI SDDDLPF

NTDB id 624 LCA RS00040 WP 011373726.1 NGQAIDISDDDLPF 170
NTDB id 150818 AC806 RS00040 WP 041591730.1 GGSSIDISDDDLPF 167
NTDB id 113 BSU 40900 NP 391970.1 DGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 .............. 113
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