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NTDB id 150705 ABM34 RS03230 WP 048703310.1 MTAIITFIIVFGILVIVHEFGHYYAAKKSGILVREFSVGMGPKIVAYR.KNSTTYTLRLLPLGGYVRMAGAQDDDSEIKP 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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NTDB id 150705 ABM34 RS03230 WP 048703310.1 GTMSSLVVGENNKVTKIIISSKVYEANAVPVQISKADLVDELFIEGFENGDESETKRFDVDHDATIVEDDGTEVQIAPRD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPKD 157
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NTDB id 150705 ABM34 RS03230 WP 048703310.1 VQLQSVSVWKRMITNFAGPFNNFVLAILCSILAAFMMGSVSTNSNQLGVIQKDSVAQQAGLKENDIITKVNGNKTSNWME 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
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NTDB id 150705 ABM34 RS03230 WP 048703310.1 LATAIQKNPGKK.....IDLTVK.SHGNTRSVSVVPKTQKSNGQKYGMLGVQSQRDYSLGAKFKFGFTSSIQTTQAIFSQ 313
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP..QKSQGSY..FLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP..QESQGSY..FLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
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NTDB id 150705 ABM34 RS03230 WP 048703310.1 LGKMLTGGFNINQLAGPVGIYSMTSQAASMGVITVIQFMAMLSLNLGIVNLIPIPALDGGKIVMNIIEAIRRKPIPEQYE 393
NTDB id 323 STU RS10650 WP 011225396.1 LK.GLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 291 STER RS01205 WP 011680685.1 LK.GLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
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NTDB id 150705 ABM34 RS03230 WP 048703310.1 TVVSLIGVGILVVLMVAVTWNDIQRFFIK 422
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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