
logo MNKTLKRQRVFRHTALYAAI LMFSHTGGGGAQAMQAQTHYKYAI IVMNERKNQLPEVKGWKNGQYNSQTSAI
LKDKDGRERKTF ISHYNTKSDQKRGNKFGIG
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NTDB id 150648 WX61 RS06975 WP 003690520.1 MNKTLKRRVFRHTALYAAILMFSHTGGGGQAQAQTYKYAIVMNERKQPEVKWKGQYNQSALKDKGRERTFSHTSQKNKFGITSNF 85
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGGGA.MAQTHKYAIIMNERNQLEVKGNGQYST..IKDKDRERKFIYNKDRG....GGGS 78
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!! * !!!*!!!!*!!!! !*!!! !!! ***!!! !!! ! * * ****

logo
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SFDNNNTDETLVSQQRSGTAVFGTATYLPPYGKVSGFDATADEGLNQKRGNNAVDNWIHTTQRAPGLAGYAGYDTDGI

V
I
RCGRSANQDQCPKQLTVYEKTKRFSFDGN

NTDB id 150648 WX61 RS06975 WP 003690520.1 ISFNNNDELVSQQSGTAVFGTATYLPPYGKVSGFDTAELNKRGNAVNWIHTTRPGLAGYGYDGIRCGSAQDCPKLTYKTRFSFDN 170
NTDB id 1090 CAA90909.1 1..3114( ) VFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQLVYETKFSFDG 162
consensus * ! ! ! !!!!! !!!!!!!!!!!!!!!!!!!!! !*!! !!! !!!!! *!!!!!*! * ! !** !! ! ! !*!!!!

logo

I
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G
NLAVKNTARGGSLDRHPTDEPSRENSP IYKLKDHPWLGVSFNLGGSEGNTAVKDGKRSFSNSKL IVSSFDSEGNNSNNSNQNTI

LVSYTTERGHRS I SLGSDNWKQRE
NTDB id 150648 WX61 RS06975 WP 003690520.1 PNLVKTRGGLDRHTEPSRENSPIYKLKDHPWLGVSFNLGGEGTAKDGRSSSKLVSSFDENNSNSNQNLVYTTEGHRISLGNWQRE 255
NTDB id 1090 CAA90909.1 1..3114( ) IGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGN..NNQTIVSTTRGHSISLSDWKRE 245
consensus * ! ! ! !!!!**!!!!!!!!!!!!!!!!!!!!!!!! ! ! !!!*! !!*!!! ! !** !! *! !! !! !!! ! !!

logo

H
TTAMAYYLNAKLHLLDKKGQI EDNIAPQGKTVDRLGTVLKRPRS IVDEAVKTTVQRNTGLRGSEGLLNFWASKTWDKI EKDKNGNQIPTVKRLGLPEQVKAGRC I

VNKAPNP
NTDB id 150648 WX61 RS06975 WP 003690520.1 TTAMAYYLNAKLHLLDKKQIENIAPGKTVRLGVLKPSIDVKTQNTGLSGLLNFWSKWDIKDNGQIPVKLGLPQVKAGRCINKPNP 340
NTDB id 1090 CAA90909.1 1..3114( ) HTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVR...RGELLNFWATWKIEDKGNITVRLGLPEVKAGRCVNKANP 327
consensus *!!!!!!!!!!!!!!!!! !! !!*!!!! !! !*! ** *** !!!!! ! ! ! !*!*!*!!!! !!!!!!*!!*!!

logo NKPNATKAPSPALTAPALWFGPVKQDNGKAVEQMYSASVSTYPDGSSSSR I FYLQENLKRTKQTDPAGKRPGRHSLAEATLDTETNQDNIKSREPNFNTGSRQTI
V I

NTDB id 150648 WX61 RS06975 WP 003690520.1 NKNTKAPSPALTAPALWFGPVQNGKVQMYSASVSTYPGSSSSRIFLQELKTQTDPARPGRHSLAALDTQNIKSREPNFNSRQTVI 425
NTDB id 1090 CAA90909.1 1..3114( ) NPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLTENDIKSREPNFTGRQTII 412
consensus !*! !!!!!!!!!!!!!!!!! !! !!!!!!!!!! !!!!!!*!! !! !!!**!!!!!! ! * !!!!!!!! !!!*!

logo RLNPGGVRYEKIKNLPDVKRNGNGTERVAVGNFNGNDGKNNDTFGIVYKDLRGLVETPDEATDSEWKSEKVLLPWTAVRGYFYAGDNDDNI
KFKATFNKQEPENNKNKQDSDNKKPKQYSQKY

NTDB id 150648 WX61 RS06975 WP 003690520.1 RLPGGVYKINPVKNGGRVAGFNGNDGKNDTFGIYKDRLVTPEADEWSEVLLPWTARYYGNDDIFKTFNQPNNKKQSDKKQYSQKY 510
NTDB id 1090 CAA90909.1 1..3114( ) RLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADDNKFKAFNKEENN..DNKPKYSQKY 495
consensus !!*!!! ! * *! ! !!!!!! !!!!!! !! ! !* !! !!!!!! ! ** ! !! !! * ! ** !* !!!!!

logo R I
SRTKEDDNNDKGKEPRDNLGDIVNSP ITVAVGEGYLATSANDGMVHI FKKQSTGGTDEKRSYENLKLSYIPGTMEPRKDI EQNQTDESTLAKDELVRTFAEK

NTDB id 150648 WX61 RS06975 WP 003690520.1 RIRTKEDDNDKPRDLGDIVNSPITAVGGYLATSANDGMVHIFKKTGTDERSYELKLSYIPGTMERKDIENQDSTLAKELRTFAEK 595
NTDB id 1090 CAA90909.1 1..3114( ) RSR...DNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYIPGTMPRKDIQNTESTLAKDVRTFAEK 577
consensus ! !***! ! *! !!!!!!!!! !!! !!!!!!!!!!!!!!! *! ! !!! !!!!!!!!!!*!!!! ! *!!!!!**!!!!!!



logo GYVGDRYGVDGGFVLRKS IVDTDNDLQDNGRQKNHRFVFMFGAMGFLGGRGAYALDLSTKAIDGSDNPTVAGVSLMFDVKQDNENGSNNGKNNGRVEKLGYTVGTPQIG
NTDB id 150648 WX61 RS06975 WP 003690520.1 GYVGDRYGVDGGFVLRSITDDQDRQKHFFMFGAMGLGGRGAYALDLSKID.SNPVGVSMFDVQNES..KNNGVKLGYTVGTPQIG 677
NTDB id 1090 CAA90909.1 1..3114( ) GYVGDRYGVDGGFVLRKVDN.LNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSLFDVKDNGNNGNNRVELGYTVGTPQIG 661
consensus !!!!!!!!!!!!!!!! * * ! * !!!!!!! !!!!!!!!!!*! !*! ! *!!*!!! ** !! ! !!!!!!!!!!!

logo KTHQDNGKYAAFLASGYAATKEQIAITSGQDENKTALYVYDLEGNGSTGNNSL IKKI EVPQGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRF
NTDB id 150648 WX61 RS06975 WP 003690520.1 KTQNGKYAAFLASGYAAKQIA.SQENKTALYVYDL.GNGSGSLIKKIEVQGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRF 760
NTDB id 1090 CAA90909.1 1..3114( ) KTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRF 746
consensus !!* !!!!!!!!!!!! ! ! *! *!!!!!!!!!!*!!!* !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DLSSDQDKPQSEQWSTVRTI FEQGTKP ITSAPAI
VSQRLAKDKRVVI FGTGSDLSEEDVDVGNKMDEEQQYIYGI FDDDKTAGTGTGTTVKVTVNVFQNSDGSTGGGLLE

NTDB id 150648 WX61 RS06975 WP 003690520.1 DLSSDKPSEWTVRTIFQGTKPITSAPAVSRLADKRVVIFGTGSDLSEEDVVGKDQQYIYGIFDDDKGTGTVKVTVQNGTGGGLLE 845
NTDB id 1090 CAA90909.1 1..3114( ) DLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATTGT..VNFSDSGGGLLE 829
consensus !!!! ! !*!!!!! !!!!!!!!!!*! ! !!!!!!!!!!!!!!!!!! * !!!!!!!!!! *! ** *!!!!!!

logo QTVLRTKRDENDNKNTLFLSTDNNYKARSDGGSGNGNKGWVVKRLKRDEGEQRVTVKPTVVLRTAFVTIHRKSYTGNTDKCGAEQTAI LG INTADGGAKLTKPKRSAR
NTDB id 150648 WX61 RS06975 WP 003690520.1 QTLTKE..NNTLFLSNNKASGGSNGKGWVVRLREGERVTVKPTVVLRTAFVTIRSYTGNDKCGAQTAILGINTADGGALTPRSAR 928
NTDB id 1090 CAA90909.1 1..3114( ) QVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSAR 914
consensus ! ! ****! !!!!* ! ! !! !!!!!*!**! !!!!!!!!!!!!!!!!!* !!! !!!!! !!!!!!!!!!!! !!**!!!

logo P IVPDEAHDNTASVAQYSGHKKGTATDNGKS IVP IGCMQWKNSGNEKI
T
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VCPNGYVYDKPVNVRYLDEKKTDDGFPSTVTADGDAGGSGI
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NTDB id 150648 WX61 RS06975 WP 003690520.1 PIVPDHD.SVAQYSGHKKTADGKSVPIGCMWKNGKTACPNGYVYDKPVNVRYLDEKKTDDFPVTADGDAGGSGTFKEGKKPARNN 1012
NTDB id 1090 CAA90909.1 1..3114( ) PIVPEANTAVAQYSGHKKGTNGKSIPIGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNN 999
consensus !!!!** * !!!!!!!!! !!!*!!!!! ! !!!!!!!!!!!!!!!!!!!!!! !* !!!!!!!!!! * !!****!!
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logo RCFSGQKGVRTLLMNDLDSLDITGPMTCGI
MKR I

LSWREVFFYO
NTDB id 150648 WX61 RS06975 WP 003690520.1 RCFSGKGVRTLLMNDLDSLDITGPMCGIKRLSWREVFF. 1050
NTDB id 1090 CAA90909.1 1..3114( ) RCFSQKGVRTLLMNDLDSLDITGPTCGMKRISWREVFY* 1037
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