
logo MNKTLKRQRVFRHTALYAAI LMFSHTGGGGGAMQAQTHREKYAI IMNERNQLPEVKGWENGQSYSTI
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NTDB id 150611 WX60 RS09660 WP 082299271.1 MNKTLKRRVFRHTALYAAILMFSHTGGGGGAQAQTREYAIIMNERNQPEVKWEGSYSTLREKDRKREYTHHKYPRGGSSVSFNNN 85
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGG.GAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDRGGGGSVFFDNT 84
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!*!! !!!* !!!!!!!!!!*!!! ! !!!***!!! ! * **! * !! !! ! !

logo DETLVSQQRSGTAVFGTATYLPPYGKVSGFDATDGSLKQGKRANNAVDWIHRTTQRAIAGLAGYASYATDGVI
VCNRSTNTGQCPKQLVYEKTKRFSFDGNI

P
D
GLAKNT

NTDB id 150611 WX60 RS09660 WP 082299271.1 DELVSQQSGTAVFGTATYLPPYGKVSGFDTDSLKGRANAVDWIRTTRIALAGYSYAGVVCNSTTGCPKLVYKTRFSFDNPDLAKT 170
NTDB id 1090 CAA90909.1 1..3114( ) DTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQLVYETKFSFDGIGLAKN 168
consensus ! !!!!! !!!!!!!!!!!!!!!!!!!!! ! ! ! !!!!!!*!! *!!!! ! !*! !* !! !!! !*!!!! * !!!

logo

A
GGRSLDNRHPTDEPSRDENSP IYKLKDHYPWLGVSFNLGASEGNTAVKDGKSVFTNKL IVSSFDSEGNNNSNQNTI

LVSYTTERGHNS I SLGSDNWKQREHSTAMAYYL
NTDB id 150611 WX60 RS09660 WP 082299271.1 GGRLNRHTEPSRDNSPIYKLKDYPWLGVSFNLGAEGTAKDGKVTNKLVSSFDENNSNQNLVYTTEGHNISLGNWQRESTAMAYYL 255
NTDB id 1090 CAA90909.1 1..3114( ) AGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTIVSTTRGHSISLSDWKREHTAMAYYL 253
consensus *! ! !!**!!!*!!!!!!!!!*!!!!!!!!!! ! ! !!!! !!!*!!! ! ! !! *! !! !! !!! ! !!*!!!!!!!

logo NAKLHLLDKKGI EKDIATQSGKTVDRLGTVLKRPRS IVDEAVRTKVGNTGRLRGSEGI
LLNSFWATWDKI EKDKTGNQIPTVKRLGLPEQVKAGRC I

VNKAPNPNNPNATKAPS
NTDB id 150611 WX60 RS09660 WP 082299271.1 NAKLHLLDKKGIKDITS.KTVRLGVLKPSIDVRKGNTGLSGILSFWATWDIKDTGQIPVKLGLPQVKAGRCINKPNPNNNTKAPS 339
NTDB id 1090 CAA90909.1 1..3114( ) NAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATV...RRGELLNFWATWKIEDKGNITVRLGLPEVKAGRCVNKANPNPNAKAPS 335
consensus !!!!!!!!!!!! !! *!!! !! !*! ** *** *! !!!!! ! ! !*!*!*!!!! !!!!!!*!!*!!!*! !!!!

logo PALTAPALWFGPGVKQDGKAVEQMYSASVSTYPDGSSSSR I FYLQENLKRTKTDPGKRPGRHSLAEATLNTETNQDIKSREPNFNTGSRQTI
V IRLNPGGVRYEK

NTDB id 150611 WX60 RS09660 WP 082299271.1 PALTAPALWFGPGQDGKVQMYSASVSTYPGSSSSRIFLQELKTKTDPGRPGRHSLAALNTQDIKSREPNFNSRQTVIRLPGGVYK 424
NTDB id 1090 CAA90909.1 1..3114( ) PALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLTENDIKSREPNFTGRQTIIRLNGGVRE 420
consensus !!!!!!!!!!!! !!! !!!!!!!!!! !!!!!!*!! !! !!!!!*!!!!!! ! *!!!!!!!!! !!!*!!!*!!!

logo IKNLSDGKRNGNGTERVAVGNFINGNDGKNNDTFGI FVKDLRGLVETPDVATDSEWKSEKVLLPWTAVRGYFYAGDNDDNI
KFKATFNKQEPENNKNKQDSDNKKPKQYSQKYR I

SRTKEDDN
NTDB id 150611 WX60 RS09660 WP 082299271.1 INSGKNGGRVAGINGNDGKNDTFGIFKDRLVTPVADEWSEVLLPWTARYYGNDDIFKTFNQPNNKKQSDKKQYSQKYRIRTKEDD 509
NTDB id 1090 CAA90909.1 1..3114( ) IKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADDNKFKAFNKEENN..DNKPKYSQKYRSR...DN 500
consensus ! *! ! !!!!! !!!!!! !! ! ! !! !!!!!! ! ** ! !! !! * ! ** !* !!!!!! !***!

logo NDKGKEPRDNLGDIVNSP IVAVDGEGYLATSANDGMVHI FKKQNSGGSDEKRSYNLKLSYIPGTMPRKQDYFIDQNDTTSALKDESTLAKQDELVRTFAEKGY
NTDB id 150611 WX60 RS09660 WP 082299271.1 NDKPRDLGDIVNSPIVAVDGYLATSANDGMVHIFKKNGGSDERSYNLKLSYIPGTMPRQYFDNDTSALKDSTLAQELRTFAEKGY 594
NTDB id 1090 CAA90909.1 1..3114( ) NKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGG.DKRSYNLKLSYIPGTMPRKDIQNT.....ESTLAKDVRTFAEKGY 579
consensus ! *! !!!!!!!!!!!! !!!!!!!!!!!!!!! !!*! !!!!!!!!!!!!!!!! ! ******!!!! **!!!!!!!!



logo VGDRYGVDGGFVLRKR I
V
D
T
D
N
DL
Q
D
N
G
RQKNHRFVFMFGAMGFLGGRGAYALDLTKAIDGSDNPTVAGVSLMFDVKQDNDNGKNNGNNNRVEKLGYTVGTPQIGKT

NTDB id 150611 WX60 RS09660 WP 082299271.1 VGDRYGVDGGFVLRRITDDQDRQKHFFMFGAMGLGGRGAYALDLTKID.SNPVGVSMFDVQNDK.NNNNRVKLGYTVGTPQIGKT 677
NTDB id 1090 CAA90909.1 1..3114( ) VGDRYGVDGGFVLRKVDN.LNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSLFDVKDNGNNGNNRVELGYTVGTPQIGKT 663
consensus !!!!!!!!!!!!!!** * ! * !!!!!!! !!!!!!!!!!!! !*! ! *!!*!!! *! !!!! !!!!!!!!!!!!!

logo

H
Q
D
NGKYAAFLASGYAATKEQIAITSGQDENKTALYVYDLEGNGSTGNNSL IKKI EVPQGGKGGLSSPTLVDKDLDGI

TVDIAYAGDRGGNMYRFDL
NTDB id 150611 WX60 RS09660 WP 082299271.1 QNGKYAAFLASGYAAKQIA.SQENKTALYVYDL.GNGSGSLIKKIEVQGGKGGLSSPTLVDKDLDGIVDIAYAGDRGGNMYRFDL 760
NTDB id 1090 CAA90909.1 1..3114( ) HDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDL 748
consensus * !!!!!!!!!!!! ! ! *! *!!!!!!!!!!*!!!* !!!!!!!*!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!

logo SDSNQDPNQKQWSVRTI FEGGTKP ITSAPAI
VSQRLAKDKRVVI FGTGSDLSEEDVDVDNMTEKEQYIYGI FDDDKTAGTGTGTTVKVTVNVFQNSDGSTGGGLLEKQTV

NTDB id 150611 WX60 RS09660 WP 082299271.1 SDNDPNKWSVRTIFEGGKPITSAPAVSRLADKRVVIFGTGSDLSEEDVVDTKEQYIYGIFDDDKGTGTVKVTVQNGTGGGLLKQT 845
NTDB id 1090 CAA90909.1 1..3114( ) SSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATTGT..VNFSDSGGGLLEQV 831
consensus ! *!!* !!!!!!!!! !!!!!!!!*! ! !!!!!!!!!!!!!!!!!! !!!!!!!!!!! *! ** *!!!!! !

logo LRTKRDNDENSKTLFLSTDNNYKARSDGGSAGDNKGWVVKLKRDEGEQRVTVKPTVVLRTAFVTIHRKSYTGNTDKCGAEQTAI LG INTADGGAKLTKPKRSARP I
NTDB id 150611 WX60 RS09660 WP 082299271.1 LTK..ESKTLFLSNNKASGGSADKGWVVKLREGERVTVKPTVVLRTAFVTIRSYTGNDKCGAQTAILGINTADGGALTPRSARPI 928
NTDB id 1090 CAA90909.1 1..3114( ) LRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPI 916
consensus ! **** !!!!!* ! ! !!* !!!!!!!**! !!!!!!!!!!!!!!!!!* !!! !!!!! !!!!!!!!!!!! !!**!!!!!

logo VPDEAHNTASVAQYSGHKKGTSTKNGKS IP IGCMEQKGSGNEKI
TVCPNGYVYDKPVNVRYLDEKKTDDGFPSTVTADGDAGGSGI

T
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NTDB id 150611 WX60 RS09660 WP 082299271.1 VPDHN.SVAQYSGHKKTSKGKSIPIGCMEKGGKTVCPNGYVYDKPVNVRYLDEKKTDDFPVTADGDAGGSGTFKEGKKPARNNRC 1012
NTDB id 1090 CAA90909.1 1..3114( ) VPEANTAVAQYSGHKKGTNGKSIPIGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRC 1001
consensus !!**!* !!!!!!!!! * !!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!! !* !!!!!!!!!! * !!****!!!!

<0

logo FSGQKGVRTLLMNDLDSLDITGPMTCGI
MKR I

LSWREVFFYO
NTDB id 150611 WX60 RS09660 WP 082299271.1 FSGKGVRTLLMNDLDSLDITGPMCGIKRLSWREVFF. 1048
NTDB id 1090 CAA90909.1 1..3114( ) FSQKGVRTLLMNDLDSLDITGPTCGMKRISWREVFY* 1037
consensus !! !!!!!!!!!!!!!!!!!!! !!*!!*!!!!!!*
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