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LPAYTQDYTVARARQVSEGALITLALASESGMQKTSTAVSTENYI
YLNANHGAEIKLWVPAEKGNDTNAPTSTAAGGVSASACPSPSTTDIKGVKGYV

NTDB id 1002 ACIAD RS15100 WP 004923779.1 .MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAGSSC......VGV 78
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STIKGKYV 84
NTDB id 150607 WX60 RS08765 WP 048589560.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNNGEWPKDNASAGVASSPTDIKGKYV 85
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDIKGKYV 85
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NTDB id 1002 ACIAD RS15100 WP 004923779.1 QEISASNATTNVATATCGASSAGQIIVTMDTTKAKGANITLTPTYASGAVTWKCTTTS...................DKKYVPSE 144
NTDB id 1109 OK783 RS10670 WP 157147416.1 QKVEVAK...GVVTAQ........MASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDNDDTVADAN..NAIDTKHLPST 156
NTDB id 150607 WX60 RS08765 WP 048589560.1 KEVEVKN...GVVTAT........MKSDGVNKEIKNKKLSLWAKRENGSVKWFCGQPVTRDNKANDTVADAADKDKIETKHLPST 159
NTDB id 1119 NGFG RS11465 WP 017147169.1 KEVEVKN...GVVTAT........MLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRAD..DDTVADAKDGKEIDTKHLPST 157
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logo CRGDKEASSADLAPTGKIT
NTDB id 1002 ACIAD RS15100 WP 004923779.1 CRG........ 147
NTDB id 1109 OK783 RS10670 WP 157147416.1 CRDESSAT... 164
NTDB id 150607 WX60 RS08765 WP 048589560.1 CRDESSLPGIT 170
NTDB id 1119 NGFG RS11465 WP 017147169.1 CRDKASDAK.. 166
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