
logo MNKTLKRQVFRHTALYAAI LMFSHTGGGRGGGGQAMQAQTHYKYAI IVMNAEQRNQLPEVKGSNGVPQYSTIKDKDREKRKVFDIYNTKSDQKRGSGSGLGRTNGNFS
NTDB id 150603 WX60 RS07935 WP 082299264.1 MNKTLKRQVFRHTALYAAILMFSHTGGRGGGQAQAQTYKYAIVMNAQNQPEVKSNVPYS.IKDKDRKRVFDYTSQKSSLGRTNNF 84
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGG...GAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDRGGG....GS 78
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! *** ! !!!*!!!!*!! !!*!!! ! *!!*!!!!!! ! ! ! * ****

logo
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SFDNNNTDETLVVASQRKQNRGTAVFGTATYLPPYGKVSGFDADAGLKQEKRANNAVDWIHRTTQRAPGLAGYAYTDVICRDSAGNQCPQLVYETKFASFDGGQ

NTDB id 150603 WX60 RS07935 WP 082299264.1 ISFNNNDEVVARKNGTAVFGTATYLPPYGKVSGFDADALKERANAVDWIRTTRPGLAGYAYTDVICRDAGQCPQLVYETKFAFGQ 169
NTDB id 1090 CAA90909.1 1..3114( ) VFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQLVYETKFSFDG 162
consensus * ! ! ! *! !!!!!!!!!!!!!!!!!!!!!!!*! ! !!!!!!*!! *!!!!!!!!!!!!! * !!!!!!!!!!! !

logo

I
QGLAQKRNAGGNKSLDI

R
H
Y
E
PDKPSRDENSP IYKLKDHYPWLGVSFNLGSENTVKDNGKRSFSGNKRL I SSFSEGNNNNQTIVSTTRDGHRPS I SLGSDRWKQREHT

NTDB id 150603 WX60 RS07935 WP 082299264.1 QGLQRNGNKLDIYEDKSRDNSPIYKLKDYPWLGVSFNLGSENTVKNGRSSGRLISSFSENNNNQTIVSTTRDRPISLGDRQREHT 254
NTDB id 1090 CAA90909.1 1..3114( ) IGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTIVSTTRGHSISLSDWKREHT 247
consensus !! *!* !! **!*!!*!!!!!!!!!*!!!!!!!!!!!!!!!! !*! *!!!!!!! !!!!!!!!!!! **!!! ! !!!!

logo AMVAYYLNAKLHLLDKKGR I EKDIAQGKTVDLGTLRPRVEATTGVRRGENLWLNSFYWATWKI EDKGNITVRLGLPEVKAGRC I
VNKAPNPNPKNASK

NTDB id 150603 WX60 RS07935 WP 082299264.1 AVAYYLNAKLHLLDKKRIKDIAQGKTVDLGTLRPRVETTGR..NWLSYWATWKIEDKGNITVRLGLPEVKAGRCINKPNPNPKS. 336
NTDB id 1090 CAA90909.1 1..3114( ) AMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRRGELLNFWATWKIEDKGNITVRLGLPEVKAGRCVNKANPNPNAK 332
consensus !*!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!! ! !** ! *!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!! *

logo ALPSPALTAPALWFGPVKQDNGKAVEQMYSASVSTYPDSSSSR I FYLQENLKRTKQTDEPGKPGRHYSLEKSTLNTDEGNDE IKSREQPNSFNTGRQTI IRLDNDGG
NTDB id 150603 WX60 RS07935 WP 082299264.1 ALSPALTAPALWFGPVQNGKVQMYSASVSTYPDSSSSRIFLQELKTQTEPGKPGRYSLKSLNDGEIKSRQPSFNGRQTIIRLDDG 421
NTDB id 1090 CAA90909.1 1..3114( ) APSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLTENDIKSREPNFTGRQTIIRLNGG 417
consensus !*!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!*!! !! !*!!!!!!*!! *! * *!!!! ! ! !!!!!!!! !

logo VHREL IKLDNGRNSKNDTEVAVANFNVGNLNGNNDTGKNNDTFGIVKDEALGNVENLPDEATDSEWKKVLLPWTVRGFPADDNDNKFKASFINKQEKENNDNKPEPKYSQKRYR I
SR

NTDB id 150603 WX60 RS07935 WP 082299264.1 VHLIKLNGSKDEVAAFVNLNGNNTGKNDTFGIVKEANVNLEADEWKKVLLPWTVRGPDNDNKFKSINQK.....PEKYSQRYRIR 501
NTDB id 1090 CAA90909.1 1..3114( ) VREIKLDRNNTEVVNFNG....NDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADDNKFKAFNKEENNDNKPKYSQKYRSR 498
consensus !* !!! !! ! ****! ! !!!!!!!!* ! ** !!!!!!!!!!!!!* !!!!! ! *******!!!!*!! !

logo DNNKNGENRDNLGDIVNSP IVAVGEGYLATSANDGMVHI FKKQSTGGTDKQRGSYENLKLSYIPGTMPRKDI EQNSNTDESTLAKDELVRATFAEKGYVGDR
NTDB id 150603 WX60 RS07935 WP 082299264.1 DN.NGNRDLGDIVNSPIVAVGGYLATSANDGMVHIFKKTGTDQRGYELKLSYIPGTMPRKDIESNDSTLAKELRAFAEKGYVGDR 585
NTDB id 1090 CAA90909.1 1..3114( ) DNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYIPGTMPRKDIQNTESTLAKDVRTFAEKGYVGDR 583
consensus !!* ! ! !!!!!!!!!!!!! !!!!!!!!!!!!!!! *! ! ! ! !!!!!!!!!!!!!!! *!!!!!**! !!!!!!!!!!



logo YGVDGGFVLRKQVDENLNGQDNRVFMFGAMGFLGGRGAYALDLSTKATDNGNSDYPATAAVPSLFDVKDGNDGKNKNGKNNRVEVELGYTVGTPQIGKTHQDNG
NTDB id 150603 WX60 RS07935 WP 082299264.1 YGVDGGFVLRQVE.....DRVFMFGAMGLGGRGAYALDLSKTNGNYPAAAPLFDVKDGDKKGKNRVEVELGYTVGTPQIGKTQNG 665
NTDB id 1090 CAA90909.1 1..3114( ) YGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAVSLFDVKDNGNNGNNR..VELGYTVGTPQIGKTHDG 666
consensus !!!!!!!!!! !****** !!!!!!!!! !!!!!!!!!!*! ! ! ! *!!!!!! ! !!**!!!!!!!!!!!!!!!* !

logo

K
TYASAFLASGYAATKEQIDITDSGSDTNKTALYVYDLEKDGNTGLTGNNTLP IAKKI EVKPDGGKGGLSSPTLVDKDLDGI

TVDIAYAGDRGGNMYRFDLSGSDQ
NTDB id 150603 WX60 RS07935 WP 082299264.1 TYSAFLASGYAAKQID.DSTNKTALYVYDLKDTL.GTPIAKIEVKDGKGGLSSPTLVDKDLDGIVDIAYAGDRGGNMYRFDLSGD 748
NTDB id 1090 CAA90909.1 1..3114( ) KYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQ 751
consensus ! !!!!!!!! ! ! * !!!!!!!!!! * *! !!!!* !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo

D
NPQSKQWSTVRTI FEQGTKP ITSAPAI

VSQRLAKDKRVVI FGTGSDLSEEQDVDVDNKMDEEQQYIYGI FDDDKTAGTTVGKTVTVNVFQNSDGSTGGGLLEQVLKRERDEN
NTDB id 150603 WX60 RS07935 WP 082299264.1 NPSKWTVRTIFQGTKPITSAPAVSRLADKRVVIFGTGSDLSEQDVVDKDQQYIYGIFDDDKGTVKVTVQNGTGGGLLEQVLKEEN 833
NTDB id 1090 CAA90909.1 1..3114( ) DPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATTGTVNFSDSGGGLLEQVLRRDN 836
consensus ! !*!!!!! !!!!!!!!!!*! ! !!!!!!!!!!!!!!! !! * !!!!!!!!!! *! *!!!!!!!!!* *!

logo

DNKTLFLTDNYKGRSDGSGNSKGWVVKLKDEGQRVTVKPTVVLRTAFVTIHRKYKTGDTDGKCGADETAI LG INTADGGAKLTKPKRSARP IVPEAN
NTDB id 150603 WX60 RS07935 WP 082299264.1 ..KTLFL..NKGSDGSGSKGWVVKLKEGQRVTVKPTVVLRTAFVTIRKYK.DDGCGADTAILGINTADGGALTPRSARPIVPEAN 913
NTDB id 1090 CAA90909.1 1..3114( ) DNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEAN 921
consensus **!!!!!** ! !!!!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!*!! * ! !!!*!!!!!!!!!!!! !!**!!!!!!!!!!

logo
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DVAQYSGHKKTGSSTKNGKS IP IGCMEQKDSGNEKI

TVCPNGYVYDKPVNVRYLDEKKTDDGFPSTVTADGDAGGSGI
T
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A
EGKKRPSAGKRNNRCFSGQKG

NTDB id 150603 WX60 RS07935 WP 082299264.1 KDVAQYSGHKTSSKGKSIPIGCMEKDGKTVCPNGYVYDKPVNVRYLDEKKTDDFPVTADGDAGGSGTFKEGKKPARNNRCFSGKG 998
NTDB id 1090 CAA90909.1 1..3114( ) TAVAQYSGHKKGTNGKSIPIGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKG 1006
consensus !!!!!!!! * !!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!! !* !!!!!!!!!! * !!****!!!!!! !!
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logo VRTLLMNDLDSLDITGPMTCGI
MKR I

LSWREVFFYO
NTDB id 150603 WX60 RS07935 WP 082299264.1 VRTLLMNDLDSLDITGPMCGIKRLSWREVFF. 1029
NTDB id 1090 CAA90909.1 1..3114( ) VRTLLMNDLDSLDITGPTCGMKRISWREVFY* 1037
consensus !!!!!!!!!!!!!!!!! !!*!!*!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


