
logo MKNNDCFLRLKNPQSGMAL I EVLVAMLVLTIG I LALLSVQLRTVASVREAETQTIVSQITQNLMEGML IMNPTIDSDSNKKNYNLYMT
NTDB id 1087 NMV RS07485 WP 014574103.1 MKNNDCFRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSDSNKKNYNLYM 85
NTDB id 150575 WX60 RS00045 WP 010359918.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSDSNKKNYNLYT 85
NTDB id 1137 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKNYNLYT 85
NTDB id 1121 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKNYNLYT 85
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*
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NTDB id 1087 NMV RS07485 WP 014574103.1 GNHTLPHTLSAVDGDFAIDAMKTKGQLAEAQLKRFSYELKNALPDAAAIHYAVCKDSSGKAPTLSG.NAFSSNCDNKANGDTLIK 169
NTDB id 150575 WX60 RS00045 WP 010359918.1 GPYTPTP..SGGDFKFNNNNLISKKDLAKAQLDRFGYELKQALPDAVAIHHAVCKDSSGDAPTLSDSGDFSSNCDDKANGDTLIK 168
NTDB id 1137 NGFG RS02425 WP 003694976.1 GSYAPTS..SDGDFKLN..NLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLSG.NTFSSNCDKKANGDTLIK 165
NTDB id 1121 NGFG RS02425 WP 003694976.1 GSYAPTS..SDGDFKLN..NLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLSG.NTFSSNCDKKANGDTLIK 165
consensus !** *** !**!** * ****!**!!*!!!*!!*!!!!*!!!!!*!!**!!!!!!!!*!!!!!* **!!!!!!*!!!!!!!!!

logo VLWVNDSAGDSDI FSRTNLGEVSGDGSNIVYTYQARVGGRE
NTDB id 1087 NMV RS07485 WP 014574103.1 VLWVNDSAGDSDISRTNLEVSGDNIVYTYQARVGGRE 206
NTDB id 150575 WX60 RS00045 WP 010359918.1 VLWVNDSAGDSDISRTNLGVSGGNIVYTYQARVGGRE 205
NTDB id 1137 NGFG RS02425 WP 003694976.1 VLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
NTDB id 1121 NGFG RS02425 WP 003694976.1 VLWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
consensus !!!!!!!!!!!!! !!!!*!!!*!!!!!!!!!!!!!!
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