
logo MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVL IAVVSSYFTSRKLNDAANERLAEQQDLRNAATL IVRDARMAGSFGCFNMS
NTDB id 150534 VT05 RS01025 WP 003692822.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFGCFNMS 85
NTDB id 1138 NGFG RS02430 WP 003694978.1 MKRKMLNVPKGGYDGMKGFTIVEFLVAGLLSVIVLIAVVSSYFTSRKLNDAANERLAEQQDLRNAATLIVRDARMAGSFGCFNMS 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EHIGKDNDVVVFSDNVAQKNAYLFLSLKKRNSSTNNSATNKL IP IATESPSNINYQRGNFFLQVGSSAL I FQYGIDDVDNASAADTTVVSSCAAI SKPGKQIPT
NTDB id 150534 VT05 RS01025 WP 003692822.1 EHIKDVVVSDVAQKNYLFLLKKS...NANKLIPIAESSNINYRGFLQVGSALIFQYGIDDVNASAATTVVSSCAAISKPGKQIPT 167
NTDB id 1138 NGFG RS02430 WP 003694978.1 EHIGNDVVFNVAQKNALFSLKRNSTNSTNKLIPITESPNINYQNFFQVSSALIFQYGIDDVDASADTTVVSSCAAISKPGKQIPT 170
consensus !!! !! !!!!! !! !!* *** !!!!!! !!*!!!! ! !! !!!!!!!!!!!! !!! !!!!!!!!!!!!!!!!!!!

logo LEDNAKKELKIPQDNRSDKEQNGNIARQRHVVNAYAVGKR IADGEEGGLFRFQLDNDEKGEKWGNPQLLAKKI
VKRMRVRYIYVSGCPEDEDAGKE

NTDB id 150534 VT05 RS01025 WP 003692822.1 LEDAKKELKIPDRDKEQNGNIARQRHVVNAYAVGRIDGEGGLFRFQLNEKGEWGNPQLLAKKIKRMRVRYIYVSGCPEDEDAGKE 252
NTDB id 1138 NGFG RS02430 WP 003694978.1 LENAKKELKIQNSDKEQNGNIARQRHVVNAYAVGKIAGEEGLFRFQLDDKGKWGNPQLLAKKVKRMRVRYIYVSGCPEDEDAGKE 255
consensus !! !!!!!!!* !!!!!!!!!!!!!!!!!!!!!*! !! !!!!!!! *!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo EQFKYTDKFDSSVTPAGVEVLLDSGSDAKIAASSDNI IYAYR INATIRGGNVCANRTL
NTDB id 150534 VT05 RS01025 WP 003692822.1 EQFKYTDKFDSSVTPAGVEVLLDSGSDAKIAASSDNIIYAYRINATIRGGNVCANRTL 310
NTDB id 1138 NGFG RS02430 WP 003694978.1 EQFKYTDKFDSSVTPAGVEVLLDSGSDAKIAASSDNIIYAYRINATIRGGNVCANRTL 313
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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