
logo MKNNDCFLRLKNPQSGMAL I EVLVAMLVLTIG I LALLSVQLRTVASVREAETQTIVSQITQNLMEGML IMNPTIDSDSNKKNYNLYMT
NTDB id 1137 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKNYNLYT 85
NTDB id 1121 NGFG RS02425 WP 003694976.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLINPTIDSDSNKKNYNLYT 85
NTDB id 150533 VT05 RS01020 WP 003692820.1 MKNNDCLRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSDSNKKNYNLYM 85
NTDB id 1087 NMV RS07485 WP 014574103.1 MKNNDCFRLKNPQSGMALIEVLVAMLVLTIGILALLSVQLRTVASVREAETQTIVSQITQNLMEGMLMNPTIDSDSNKKNYNLYM 85
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NTDB id 1137 NGFG RS02425 WP 003694976.1 GSYA....PTSSDGDFKLNNLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLSGNTFSSNCDKKANGDTLIKV 166
NTDB id 1121 NGFG RS02425 WP 003694976.1 GSYA....PTSSDGDFKLNNLISKTDLAKAQLDRFGYELKQALPDAVAIRYAVCKDSSGDAPTLSGNTFSSNCDKKANGDTLIKV 166
NTDB id 150533 VT05 RS01020 WP 003692820.1 RNSI....PSAVDGDFKVDAVKSKVQLADEQLKRFGYELKNALPDAVAIHYAVCKDSSGKAPALSGDAFSSNCDNKENGDTLIKV 166
NTDB id 1087 NMV RS07485 WP 014574103.1 GNHTLPHTLSAVDGDFAIDAMKTKGQLAEAQLKRFSYELKNALPDAAAIHYAVCKDSSGKAPTLSGNAFSSNCDNKANGDTLIKV 170
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logo LWVNDSAGDSDI FSRTNLEVSGDGSNIVYTYQARVGGRE
NTDB id 1137 NGFG RS02425 WP 003694976.1 LWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
NTDB id 1121 NGFG RS02425 WP 003694976.1 LWVNDSAGDSDIFRTNLEVSGSNIVYTYQARVGGRE 202
NTDB id 150533 VT05 RS01020 WP 003692820.1 LWVNDSAGDSDISRTNLEVSGGNIVYTYQARVGGRE 202
NTDB id 1087 NMV RS07485 WP 014574103.1 LWVNDSAGDSDISRTNLEVSGDNIVYTYQARVGGRE 206
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