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NTDB id 150515 BSM4216 RS11070 WP 048623746.1 MLKPKTRWIVRKHLSDETVRTLSNELAISPLLAELLVNRGITEVESARCFLFDKGESFHDPFLLKDMDKAVRRIKEAIKN 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPD.QDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQ 79
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NTDB id 150515 BSM4216 RS11070 WP 048623746.1 EENILVYGDYDADGVTSTSVMVTALQDLGANVDYYIPNRFTEGYGPNENAFRLAKSRDIHLIITVDTGIAAVKEVALAKE 160
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NTDB id 150515 BSM4216 RS11070 WP 048623746.1 LVKAGLKKLQQTSRLGIQAICRLNGVSLEEINEDTIGYMIAPRLNAAGRLDSAYPAVDLLLAEDQETALSIAEEINRMNA 320
NTDB id 354 BSU 27620 NP 390640.1 IATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNK 319
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NTDB id 150515 BSM4216 RS11070 WP 048623746.1 DRQQMVNEMTKEAVEIVETSYPPDRNPVLVIGKEGWNPGVIGIAASRLVEKYYRPVIILSFDRESGLAKGSARSIQGFNL 400
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NTDB id 354 BSU 27620 NP 390640.1 FESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFG 477
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NTDB id 150515 BSM4216 RS11070 WP 048623746.1 TENPKPTFLLGDLAFRNMRKIGADQSHLKMQLASGDASLDAIGFGMGEMADHIAPQSKVSVIGELGINEWNHIKKPQIVL 560
NTDB id 354 BSU 27620 NP 390640.1 MLNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMI 557
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NTDB id 150515 BSM4216 RS11070 WP 048623746.1 QDIQVKEWQLFDVRGMRQLDKWMDLVPD.DRILIVFHEDTIARLRLQPLEKDLVVVSNLETAANLDISGRNIVFMDLPPK 639
NTDB id 354 BSU 27620 NP 390640.1 KDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPS 637
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NTDB id 150515 BSM4216 RS11070 WP 048623746.1 KEYMEILLSHKSPNRIYAHFYQEKQHYFSTVPTREHFKWYYAFLLKQKTFDLKRYSGDLAKYRGWSKETIEFMSRVFLEL 719
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NTDB id 150515 BSM4216 RS11070 WP 048623746.1 GFVTIEDGLISLNEAPAKRDLNESKAYREKQEQYQIENELLYSNYEQLRDWFNQYFYLSQNHEEETKTWI 789
NTDB id 354 BSU 27620 NP 390640.1 GFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT. 786
consensus !!! !! !**!* ** !!!! *! ! !! *** ! !! ! !**! ! * ! !* *

X non conserved

X similar

X ≥ 50% conserved


