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NTDB id 150514 BSM4216 RS10980 WP 156179250.1 MEGQHNIGLFAEQETYVKGRHIATIFRNEQNLYTVIRVKVEETNDQYEEKEAVITGYFPQVHEHETYTFYGFFQEHPKFG 80
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFG 79
consensus * !!* ! ! !*!*!! * !**!* !!!!!**!!! !! * !*! *!!!!! **!*!!!!!!! !!!!!
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NTDB id 150514 BSM4216 RS10980 WP 156179250.1 IQFQCKHFQKEVPQTRQGVINYLSSELFKGIGRKTAERIVDHLGEDAISKILKSPSVLDGVPNLSSEKAKALYDVLKENE 160
NTDB id 355 BSU 27480 NP 390625.1 LQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQ 159
consensus *!!!* !! !!*! !* !*!*!!!!*!! !!!*!!!! !! *!!* !! !!! *!!! !! !! !! ! ! *
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KIQEKNPYQLVEKDVEGIGFGSKRADELGKSQRLMGLMDSEGNTHPERLVKAACI LYTLEST
NTDB id 150514 BSM4216 RS10980 WP 156179250.1 GLEQIMVALNQYGFGPQMSMKIYQTYKEQTLDIIQKNPYQLVEDVEGIGFSRADELGKQLGMDETHPERLKAACLYTLES 240
NTDB id 355 BSU 27480 NP 390625.1 GLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLET 239
consensus !!!!!!* !!!*!!!!!*!!!!!! ! !!* !! !!!!!! !!!!!!! *!!!!! *!* !!!!*!!!*!!!!!*
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NTDB id 150514 BSM4216 RS10980 WP 156179250.1 ECLQEGHVYLDQKDLLSKGKALLDKNSS..TPIAETDISEQLHQLKKEKKLIEEEDRIYIPSLYFAEKGIVSNIQRILAQ 318
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
consensus !! !!! !** !* !! ** *! ! ! ** ! ! ** !* !*! !!!**!! * * *! !
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NTDB id 150514 BSM4216 RS10980 WP 156179250.1 DQYEEQFPESEFLLALGKLEERIGVQYASSQKKAIQTALLSPMLLLTGGPGTGKTTVIKGIVELYAELHGLSLDPKDYSK 398
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK 399
consensus !! !!!!!!!!!!!! !!!!* !!!!*!!! !!! !! !!!!!!!!!!!!!!!!!!*!!!!!!*!!!!*!!!! ! !
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NTDB id 150514 BSM4216 RS10980 WP 156179250.1 DDPFPIVLGAPTGRAAKRMAESTGLPAATIHRLLGWNGQAGIDFEQDRTINGKLVIIDEMSMVDTWLAYQFFNALPEEVQ 478
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
consensus !**!!!!!*!!!!!!!!!! !!!!!!! !!!!!!!!!! ! * ! *! !!!*!!!! !!*! !!! * ! !*!***!
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MKKNGKLLPANDNLATAVPQKTKDRSF IKRCGSGTQSQIAKES
NTDB id 150514 BSM4216 RS10980 WP 156179250.1 VVLVGDEDQLPSVGPGQVLKDLLDSKTIPTVQLTDIYRQENGSSIIELAHEIKKGKLPADLAVQKKDRSFIKCSTQQIAS 558
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
consensus ***!!!!!!!!!!!!!!!!*!!! ! !!!! !!!!!!! !!!!*!!!! *! ! !! ! * !!!!!!*! !!
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NTDB id 150514 BSM4216 RS10980 WP 156179250.1 VVEQVVENARNKGFTAKDIQVLAPMYKGPAGIDRLNKMLQEILNPNHDQSRKELAFGDTVYRIGDKVLQLVNKPEKNVFN 638
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
consensus !!! !! !! !!*!!!!!!!!!!!!*!*!!! !! !!!*!!!!**** !*!! !!! !!! !!!*!!!!! !! !!!!
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VLPVVKGSYYRMLRKRNLLYTA
NTDB id 150514 BSM4216 RS10980 WP 156179250.1 GDIGEVISIFYAKENTEKQDMVLVSFEGNEVTYTRQELNQITHAYCCSIHKSQGSEFPIVILPVVKSYYRMLRKNLLYTA 718
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
consensus !!!!!* !!!!!!!!!!! !! *!!!*!!!*!*!* * !! !!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!*!!!!!!
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VTPFYDF
NTDB id 150514 BSM4216 RS10980 WP 156179250.1 VTRSKKFLILCGEEEAFRWGVERNDSLLRKTTLCQKLSEVLANKDADSKEENSISYPMSEEEWMQINPMIGMENVTPYDF 798
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEA......LQKELPFSVHDANIGMEGITPFDF 792
consensus *!! !!!!!!!!!!!! !!! !! *! !*!***!! * !!* ******* ! ** * * !!!! *!!*!!

logo MEKEEQQ
NTDB id 150514 BSM4216 RS10980 WP 156179250.1 ME.... 800
NTDB id 355 BSU 27480 NP 390625.1 MKEEQQ 798
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