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VGLHFSKQNPKRFYSQQQSDVL IVSTCIG
NTDB id 150503 BSM4216 RS05640 WP 048623046.1 MLNSQNELPSLPPTTTNLSKAIFTVNRHAKTATNPKYLYSLKKKALLKMIQEGKAKKVGLHFSQNPKYSQQQSDVLVTCG 80
NTDB id 88 BSU 14020 NP 389285.1 .MDDHAYTKDLQPTVENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNPRFSQQQSDVLISIG 79
consensus ** * * !*!! !!!!!**!!!!!!!!!*!!!!!! !!!*!! !** !!!*!!*!!!!! !!**!!!!!!!!***!
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MPAPSTKDEDFEQHLLPHLGHTLDNQHSTYHRNPKACHQMSLFTKQAKHKLLQENYTVGFMEKEKNEPLTRVPNSRSGQQRKPAKYHRKPVFKKPLGESFYFS
NTDB id 150503 BSM4216 RS05640 WP 048623046.1 EYSFHIPASKDDFQLLPHLGHLDQHTHNPKCHMSLFQAKKLLQNYTGFEENETRPSSGRKKYRKPVFKPLGESFFS 156
NTDB id 88 BSU 14020 NP 389285.1 DYYFHMPPTKEDFEHLPHLGTLNQSYRNPKAQMSLTKAKHLLQEYVGMKEKPLVPNRQQPAYHKPVFKKLGESYF. 154
consensus *! !!*!**!*!! *!!!!!*! !* *!!!**!!! !!*!!! ! ! ! * ! * !*!!!!!*!!!!*!*
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