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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 MGKYPIPLKPDHVSWTDDQWKAIMADGQDILVAAAAGSGKTAVLVERIIQKITSRKNPVDVDELLVVTFTNASAAEMKHR 80
NTDB id 119 BSU 10630 NP 388944.2 ....MNIPKPADSTWTDDQWNAIVSTGQDILVAAAAGSGKTAVLVERMIRKITAEENPIDVDRLLVVTFTNASAAEMKHR 76
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 IGQALEEAANQQPNSEHLRKQLGLLNRASISTLHSFCLEVIQKFYYLIDIDPAFRIVENMEGTLLREEALDELFEEEYGK 160
NTDB id 119 BSU 10630 NP 388944.2 IAEALEKELVQRPGSLHIRRQLSLLNRASISTLHSFCLQVLKKYYYLIDLDPGFRIADQTEGELIGDEVLDELFEDEYAK 156
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 EGNDRFYQLVETFSNDRSDAELQDLVNKLYFFSQSHPNPELWLEQLADMYDVNEEDSIDELPFLGALKFEIGLQLEIAFQ 240
NTDB id 119 BSU 10630 NP 388944.2 .GEKAFFELVDRYTTDRHDLDLQFLVKQVYEYSRSHPNPEAWLESFVHLYDVSEKSAIEELPFYQYVKEDIAMVLNGAKE 235
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 LLREGLELTKRPGGPAPRAENFLIDLEMVESLLAAKDSWQDLYEKFQNVTFDRLKSCRGSEYDKTLVDESKNIRDQAKKI 320
NTDB id 119 BSU 10630 NP 388944.2 KLLRALELTKAPGGPAPRADNFLDDLAQIDELIQHQDDFSELYKRVPAVSFKRAKAVKGDEFDPALLDEATDLRNGAKKL 315
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 IQKIKDDYFSRNPRYYLRDLKEMKDVVETLAYLVKAFMNRYQEKKREKGLVDFSDLEHYCLAILTESESNGERVPSEAAL 400
NTDB id 119 BSU 10630 NP 388944.2 LEKLKTDYFTRSPEQHLKSLAEMKPVIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAENDKGEREPSEAAR 395
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 YYQHRFKEVLVDEYQDTNLVQEAILQLVSKRPETDGNLFMVGDVKQSIYRFRLAEPNLFLEKYRRFTADGEGSGLKIDLS 480
NTDB id 119 BSU 10630 NP 388944.2 FYQEQFHEVLVDEYQDTNLVQESILQLVTSGPEETGNLFMVGDVKQSIYRFRLAEPLLFLSKYKRFTESGEGTGRKIDLN 475
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 KNFRSRYEVLAGTNFLFKQIMGAKVGEIEYDEQAELVKGSSYPEEEEYPVEVVLMDQGEKQERAVSTEEYADQALFDEED 560
NTDB id 119 BSU 10630 NP 388944.2 KNFRSRADILDSTNFLFKQLMGGKIGEVDYDEQAELKLGAAYPDNDETETELLLIDNAEDTDASE...........EAEE 544
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 LEQSQIESRWMAGKIRELILERKPIFDPKTQTHRPIQYRDIVILLRSMTWAPEIMEEFKKAGIPVYADLSTGYFNATEIA 640
NTDB id 119 BSU 10630 NP 388944.2 LETVQFEAKAIAKEIRKLISSPFKVYDGKKKTHRNIQYRDIVILLRSMPWAPQIMEELRAQGIPVYANLTSGYFEAVEVA 624
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 IMMSLLKVIDNPYQDIPLASVLRSPIVNCSEDELAKIRLHSKKGSYYDALKAFIQAVPKPSEEELHEKVSLFAKELPKWR 720
NTDB id 119 BSU 10630 NP 388944.2 VALSVLKVIDNPYQDIPLASVLRSPIVGADENELSLIRLENKKAPYYEAMKDYLAAGDR..SDELYQKLNTFYGHLQKWR 702
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 SKARTGSLSELIWQLYRDTGFYEFVGGLPGGKQRQANLRALYDRARQYESTSFRGLFRFLRFIERMNERGDDLGAARALS 800
NTDB id 119 BSU 10630 NP 388944.2 AFSKNHSVSELIWEVYRDTKYMDYVGGMPGGKQRQANLRVLYDRARQYESTAFRGLFRFLRFIERMQERGDDLGTARALS 782
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 EQEDVVRLMTIHASKGLEFPVVFVAGLGKQFNFEDLKKSYLMDKEYGFASSYVNVEKRISYPTIIQMAFKRKKRLESIAE 880
NTDB id 119 BSU 10630 NP 388944.2 EQEDVVRLMTIHSSKGLEFPVVFVAGLGRNFNMMDLNKSYLLDKELGFGTKYIHPQLRISYPTLPLIAMKKKMRRELLSE 862
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 EMRVLYVALTRAKEKLYLIGTLKNAEKAISSWKKALSRPDWLLSEYDRANANCYLDWIGPALVRHRDACLLHEDETDSPS 960
NTDB id 119 BSU 10630 NP 388944.2 ELRVLYVALTRAKEKLFLIGSCKDHQKQLAKWQASASQTDWLLPEFDRYQARTYLDFIGPALARHRDLGDLAGV.....P 937
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 EIQEIWHHPSKWLVHLYHKDEFKET.VTNESQEENGWAELVEKGKIVPFESSFQKEITKQLEWKYPFADSVRLRSKQSVS 1039
NTDB id 119 BSU 10630 NP 388944.2 AHADISGHPARFAVQMIHSYDLLDDDLEERMEEKSERLEAIRRGEPVPGSFAFDEKAREQLSWTYPHQEVTQIRTKQSVS 1017
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 ELKRLFEMPDETAGTDLIRRHE.KPIFERPKFMQEKKLTPAEIGTAMHAVMQHIPLSVFPTKESIIELVAQLRQKELITA 1118
NTDB id 119 BSU 10630 NP 388944.2 EIKRKREYEDEYSGRAPVKPADGSILYRRPAFMMKKGLTAAEKGTAMHTVMQHIPLSHVPSIEEAEQTVHRLYEKELLTE 1097
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 EQAEAIHIEEILGFFETSVGKRLIRADRIWREVPFSMAIEAKELNEKWKDVADSVLVQGIIDCLFEENGQLVLLDYKTDR 1198
NTDB id 119 BSU 10630 NP 388944.2 EQKDAIDIEEIVQFFHTEIGGQLIGAKWKDREIPFSLALPAKEIYPDAHEADEPLLVQGIIDCLYETEDGLYLLDYKSDR 1177
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NTDB id 150494 BSM4216 RS04265 WP 048622852.1 MDR.FVKGGKDVVQVLENRYRIQIALYTRAVEQILKRPLSEAYLYFFDGGRLIEINDRL 1256
NTDB id 119 BSU 10630 NP 388944.2 IEGKFQHGFEGAAPILKKRYETQIQLYTKAVEQIAKTKVKGCALYFFDGGHILTL.... 1232
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