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NTDB id 150493 BSM4216 RS04260 WP 048622851.1 MSVRFILGRSGTGKTKFIIDEITHQLIENPSGKPIIYIVPDQMTFLSEYTLVNTPGLNGMMRAQVYSFSRLAWKVLQETG 80
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG 80
consensus ! !**!!!!*!!!! !! ! * ! ! !!!!!**!!!!!!!! !! ! !! * !!*!!!!*!!!!!!!*!!!*!!
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NTDB id 150493 BSM4216 RS04260 WP 048622851.1 GFARIHLSSAGLNMLIRKIIEERKENLRLFAKAADKSGFIQHVEKALIELKRYCVGTDELAARR..TEFEENGEAQLLID 158
NTDB id 120 BSU 10620 NP 388943.2 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE 160
consensus ! !**!*! !**!!*!!*!!!*! *** !! !!!!! *!!* ! ! !!!!* **** ** ! *! *
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NTDB id 150493 BSM4216 RS04260 WP 048622851.1 KLHDLHLIYEEFENHLVDRYIASEDYFQLLAESIQKSEYLQDAQIYIDGFHSFTPQEYLVIYELMKAASQVSIALTLDRP 238
NTDB id 120 BSU 10620 NP 388943.2 KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP 240
consensus !!!!!***! ! *! ! !**!!!! !!!!*!* ! * !*!!*!!!* !!!!!* !* !! *! *** !! !*!
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NTDB id 150493 BSM4216 RS04260 WP 048622851.1 YSEELPRETDLFRMTGETYASLWKMARDSGISTENIMMT.EFVRSKEQSLIHLERFFDKRPAKPFIGEG.APVVFEAANR 316
NTDB id 120 BSU 10620 NP 388943.2 SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANR 320
consensus ! !*! *!!!!!! !! !* !** * *** **! * ! !!! ** !!! !* *!* ! !!!!
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NTDB id 150493 BSM4216 RS04260 WP 048622851.1 RAEIEGVAREIRRLVREHHHRYKEIAVLVRNGQDYQELIETIFYDYEIPFFIDQKRTMLNHPFIELIRSSLEILTSFWRY 396
NTDB id 120 BSU 10620 NP 388943.2 RAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRY 400
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NTDB id 150493 BSM4216 RS04260 WP 048622851.1 EPVFRAVKTELLYPFKMKAEQIREKIDRFENYCLAHGVKGELWTTKKRWVYRRYRGLELTDAPQTDEERAIEEEINELRA 476
NTDB id 120 BSU 10620 NP 388943.2 EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDD.DFAQTDQEIEMENMLNDTRD 479
consensus !*!!!*!!!!!!*! * *!! *! !!!!*!*!*!!* !! !* !!!* !* *! *!!! ! *! *!* !
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NTDB id 150493 BSM4216 RS04260 WP 048622851.1 MIRTPVLRLDRRFRQAKNGRDFCEALYKYFEELDIPAKLERLSMEAEENGDLLAARDHEQAWNAIIGLLDEFVEMLGDQP 556
NTDB id 120 BSU 10620 NP 388943.2 WIVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDE 559
consensus ! *!* ! *! * !! * *!!!!*! !! !*! !!* !!* ! ** ! ! !!! !*! !!*!!!!!*!! *
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NTDB id 150493 BSM4216 RS04260 WP 048622851.1 FTLKKFATILEAGIESMRFTNVPPSADQVIIADLELSRLSDIKTAFIVGVNDGVLPAKMAEEGILTDEERERMASLGMKL 636
NTDB id 120 BSU 10620 NP 388943.2 ISLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVEL 639
consensus *! ! **!!! !!* !* *!! !!! ** **!!!* * !**! !!!!!!!** ! !*!*!**!! * **!* !
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NTDB id 150493 BSM4216 RS04260 WP 048622851.1 APTSKTRLLNEEFIAYKAFTTPSEQLYLSYPIANEEGKALLPSLYIKRMKEIYPNIKEQLLLNDPSELEEQDQLSYISHP 716
NTDB id 120 BSU 10620 NP 388943.2 SSGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNK 719
consensus * * !!! !*!* ! !!**!!* !!*!!!!! !!! !!!!* *!!* !**!**!! !! !*! * * *!! !* **
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NTDB id 150493 BSM4216 RS04260 WP 048622851.1 GTAISYLTSQIQLKLRNYPMYSIWWDVYNFYMSHQDWKWKARRILSSLFYRNEAKNLTEETSKELYGDHILASVSRMELF 796
NTDB id 120 BSU 10620 NP 388943.2 SVAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDR.LQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETF 798
consensus ! !* !!* ! ! !** *!! !! !!*!! * *** !!!!*!!! !*! !* !!!**! *!!!!!! !
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NTDB id 150493 BSM4216 RS04260 WP 048622851.1 HGCPFSHFARFGLGLREREVFRLEAPDIGELFHGALKWMADEVKKRGLGWKTLTKDQCAQLARESIQYLAPKLQNQILLS 876
NTDB id 120 BSU 10620 NP 388943.2 NACPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLS 878
consensus **!!!!!!! *!!*!*!! !*!!!!!!! !!! !! * ! ** ! !* !!!*!! * * !!!!!! !!!!

logo SNRHYHYYI
VKEKKLEQKS I IVSTKRAVSGYI LSEHASKRASGFEVP IGLELGFGGPKAGEPLPPFLTFQTLKNGCIKTMELAVGR IDRVDKAEESNSKSGSLVFLLR

NTDB id 150493 BSM4216 RS04260 WP 048622851.1 SNRYHYIKKKLESIISKASYILSEHSRASGFEPIGLELGFGPKAELPPFTFTLKNGIKMELAGRIDRVDKAEENSSVFLR 956
NTDB id 120 BSU 10620 NP 388943.2 SNRHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLR 958
consensus !!!**!*! !! !*** ! !!!!! *!!!! !!!!!!!!!*!**!!! !! !!!!* !!! !!!!!!!!!! * !!
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NTDB id 150493 BSM4216 RS04260 WP 048622851.1 VIDYKSSSKDLDLTEVYYGLALQMLTYLDIVLANSEQLIGTPALPAGVLYFHVHNPMLKTNKMLTMDEVEEEIFKQYKMK 1036
NTDB id 120 BSU 10620 NP 388943.2 IVDYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMK 1038
consensus **!!!!! ! !!! !!!!!!!!!!!!!!!* * *! *! *! !!!!!!!!*! !!* *! *! *!!*! !!!! *!!!
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NTDB id 150493 BSM4216 RS04260 WP 048622851.1 GLVLSDPNVVRLMDQTLETGDSAIISAGLKKDGTLNARSKAASDNDFESLRKYVRKFYEKTGNDIVSGKIDIAPYKYKKK 1116
NTDB id 120 BSU 10620 NP 388943.2 GLLLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNK 1118
consensus !!*! !* !!!!!! !! ! ! !! !!!!!!!*! ! ! * *!* ! !*!!* * ! ! !** ! !!! ! !
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NTDB id 150493 BSM4216 RS04260 WP 048622851.1 TPCEFCSFRSLCQFDPSFEENRYRIIIPLKDEDVLKLIRERGEQ.... 1160
NTDB id 120 BSU 10620 NP 388943.2 TPCTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS 1166
consensus !!! *! !*!*!!!!*! !!! !!** * !! *! !* ** ****
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