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VVAEGDDGDSDEAVALER I
LVEHRHYHRPDVVI

LMDINMPGNVNGVEATKQLVDEALYPEKSTKV
NTDB id 150489 BSM4216 RS02035 WP 004439660.1 .MATKIVIIDDHQLFREGVKRILEFEKSFKIVAEGDDGSDVLELVERHRPDVVLMDINMPGVNGVEATKQLVDAYPKTKV 79
NTDB id 83 BSU 35490 NP 391429.1 MTKVNIVIIDDHQLFREGVKRILDFEPTFEVVAEGDDGDEAARIVEHYHPDVVIMDINMPNVNGVEATKQLVELYPESKV 80
consensus * !!!!!!!!!!!!!!!!!!*!!**! *!!!!!!! * *!!***!!!!*!!!!!! !!!!!!!!!!!* !! *!!

logo I I LS IHDDENYVATHALKTSTGARGYLLKEMDADATL I EAVKVVAEGGSYLHPKVTHNL IVANDEFYRRLATSTSDGRVKSAKGHPQHEFQVQYGPE I
VR

NTDB id 150489 BSM4216 RS02035 WP 004439660.1 IILSIHDDENYVAHALTSGARGYLLKEMDADALIEAVKVVAEGGSYLHPKVTHNLIADYRRLTSSDRKKG...FQQGEVR 156
NTDB id 83 BSU 35490 NP 391429.1 IILSIHDDENYVTHALKTGARGYLLKEMDADTLIEAVKVVAEGGSYLHPKVTHNLVNEFRRLATSGVSAHPQHEVYPEIR 160
consensus !!!!!!!!!!!! !!! *!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!* **!!! *! **** *!*!

logo RPLYHI
LLTKRRECEVLQLMLADGKSNRAGIGEASLFYI SEKTVKNHVSNI LQKMNVNDRTQAVVTVAIKNRGWVEMVR

NTDB id 150489 BSM4216 RS02035 WP 004439660.1 RPYHLLTKRECEVLQLLADGKSNRAIGEALYISEKTVKNHVSNILQKMNVNDRTQAVVTAIKRGWVEVR 225
NTDB id 83 BSU 35490 NP 391429.1 RPLHILTRRECEVLQMLADGKSNRGIGESLFISEKTVKNHVSNILQKMNVNDRTQAVVVAIKNGWVEMR 229
consensus !! !*!!*!!!!!!!*!!!!!!!!*!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!*!
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X ≥ 50% conserved


