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NTDB id 601 KW2 RS02615 WP 021036805.1 LLDESGSKKNLTLKF...VDPEDINRRIADAENKKNEATKAEDFEKAAHFRDQISKLRELQKQ.EV.....TDEDMPVIT 408
NTDB id 378 SMU RS02690 WP 002263569.1 LLDEAGSKMNLTLNF...VDPKEIDHRLIEAENLKAQATRDEDYEKAAYFRDQIAKYKEMQSA.KL.....DKENTPVIT 415
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NTDB id 281 KZH43 RS03550 WP 000882517.1 LLDEAGSKMNLTLNF...VDPKVIDQRLIEAENLKSQATREEDFEKAAYFRDQIAKYKEMQKK.KI.....TDQDTPIIS 414
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NTDB id 85 BSU 00860 NP 387967.1 LIDEAGSKVRLRSFTTP.PNLKELEQKLDEVRKEKDAAVQSQEFEKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVT 472
NTDB id 610 V4T04 RS10165 WP 012897346.1 LLDEAAAAVKISVKNQQ.TKRLDLEKELAEAQEELSEAVIKLDIKASRTKEKAVEKIADKIYKFSV.....KEDKRQEVT 481
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NTDB id 287 SP RS11210 WP 001109712.1 LLDEAAATVQNKAKHVK.ADDSDL....S....PADKALMDGKWKQAAQLIAKEE.........EV.....PV.YKDLVT 476
NTDB id 377 SMU RS09275 WP 002262344.1 LLDEASATVQGLVKK...KAPAYL....T....DLDHALITNDYQLAKRLLKKEK.........KP.....LLKKRAEVK 479
NTDB id 297 STER RS00545 WP 011680614.1 LLDEASATVQVRIKK...EDKREI....T....PLDEALISGDIGAAVKQYKANQ.........KA.....KFPKPALVD 482
NTDB id 329 STU RS10020 WP 011225298.1 LLDEASATVQVRIKK...EAKREI....T....PLDEALISGDIGAAVKQYKANQ.........KA.....KFPKPALVD 482
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NTDB id 1474 Cj1108 YP 002344501.1 ...............HKMFEFDQNKALMNLKTNLKAKIFGQDEVIDSLVSSLKQSFAGFKNSNTPRGVFLFTGSSGVGKT 471
NTDB id 601 KW2 RS02615 WP 021036805.1 EKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKT 488
NTDB id 378 SMU RS02690 WP 002263569.1 EKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKT 495
NTDB id 241 SP RS04015 WP 000882523.1 EKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKT 494
NTDB id 281 KZH43 RS03550 WP 000882517.1 EKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKT 494
NTDB id 245 SPD RS03860 WP 000882517.1 EKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKT 494
NTDB id 243 SPR RS03635 WP 000882517.1 EKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKT 494
NTDB id 150486 BSM4216 RS00505 WP 048622357.1 VEDIATVVSSWTGIPVSKLAQTETERLLNLEEILHSRVIGQEEAVKAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKT 552
NTDB id 85 BSU 00860 NP 387967.1 VDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKT 552
NTDB id 610 V4T04 RS10165 WP 012897346.1 DQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKT 561
NTDB id 290 KZH43 RS10025 WP 001109677.1 ESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKT 556
NTDB id 289 SPD RS10700 WP 001109677.1 ESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKT 556
NTDB id 287 SP RS11210 WP 001109712.1 ESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKT 556
NTDB id 377 SMU RS09275 WP 002262344.1 EEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKT 559
NTDB id 297 STER RS00545 WP 011680614.1 ADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKT 562
NTDB id 329 STU RS10020 WP 011225298.1 ADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKT 562
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NTDB id 1474 Cj1108 YP 002344501.1 ELCKALAEFLG...LNLERFDMSEYAEKHAISKLIGSPAGYIGFEEGGLLSNAIRKNPFSLVLFDEIEKAHPDLSNTFLQ 548
NTDB id 601 KW2 RS02615 WP 021036805.1 ELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPPGYVGYEEAGQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQ 568
NTDB id 378 SMU RS02690 WP 002263569.1 ELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGYVGYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQ 575
NTDB id 241 SP RS04015 WP 000882523.1 ELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQ 574
NTDB id 281 KZH43 RS03550 WP 000882517.1 ELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQ 574
NTDB id 245 SPD RS03860 WP 000882517.1 ELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQ 574
NTDB id 243 SPR RS03635 WP 000882517.1 ELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQ 574
NTDB id 150486 BSM4216 RS00505 WP 048622357.1 ELARALAEAMFGDEDAMIRIDMSEYMEKHSTSRLVGSPPGYVGFEEGGQLTEKVRRKPYSVILLDEIEKAHPDVFNILLQ 632
NTDB id 85 BSU 00860 NP 387967.1 ELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQ 632
NTDB id 610 V4T04 RS10165 WP 012897346.1 ELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQ 641
NTDB id 290 KZH43 RS10025 WP 001109677.1 ELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQ 636
NTDB id 289 SPD RS10700 WP 001109677.1 ELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQ 636
NTDB id 287 SP RS11210 WP 001109712.1 ELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQ 636
NTDB id 377 SMU RS09275 WP 002262344.1 ELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQ 639
NTDB id 297 STER RS00545 WP 011680614.1 ELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQ 642
NTDB id 329 STU RS10020 WP 011225298.1 ELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQ 642
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NTDB id 1474 Cj1108 YP 002344501.1 IFDNAELTDNSGLKVDFKNTIIIMTSNLGLKE...SNELGFLSKNEEK........SNRAIKDFFAPEFINRIDKILHFN 617
NTDB id 601 KW2 RS02615 WP 021036805.1 ILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK..VEASVGFGAAREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFS 641
NTDB id 378 SMU RS02690 WP 002263569.1 VLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEANVGFGASREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQ 648
NTDB id 241 SP RS04015 WP 000882523.1 VLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFK 647
NTDB id 281 KZH43 RS03550 WP 000882517.1 VLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFK 647
NTDB id 245 SPD RS03860 WP 000882517.1 VLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFK 647
NTDB id 243 SPR RS03635 WP 000882517.1 VLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFK 647
NTDB id 150486 BSM4216 RS00505 WP 048622357.1 VLEDGRLTDSKGRTVDFRNTVLIMTSNVGAEALKKNKYVGFNIQDGEQEFKDMKGKVLEELKRAFRPEFLNRIDEIIVFH 712
NTDB id 85 BSU 00860 NP 387967.1 VLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFH 712
NTDB id 610 V4T04 RS10165 WP 012897346.1 ILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFH 721
NTDB id 290 KZH43 RS10025 WP 001109677.1 VLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFH 716
NTDB id 289 SPD RS10700 WP 001109677.1 VLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFH 716
NTDB id 287 SP RS11210 WP 001109712.1 VLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFH 716
NTDB id 377 SMU RS09275 WP 002262344.1 VLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFH 719
NTDB id 297 STER RS00545 WP 011680614.1 VLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFH 722
NTDB id 329 STU RS10020 WP 011225298.1 VLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFH 722
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NTDB id 1474 Cj1108 YP 002344501.1 DLNDAILVKIIEKELDEISKNL..NNIKLSVDDKAKIYLAKKAYNKEFGVRLLKRIISEEIGEKISDEILFGKLKKGGIA 695
NTDB id 601 KW2 RS02615 WP 021036805.1 ALSKENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKEKLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQ.LV 720
NTDB id 378 SMU RS02690 WP 002263569.1 ALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKE.LK 727
NTDB id 241 SP RS04015 WP 000882523.1 ALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LK 726
NTDB id 281 KZH43 RS03550 WP 000882517.1 ALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LK 726
NTDB id 245 SPD RS03860 WP 000882517.1 ALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LK 726
NTDB id 243 SPR RS03635 WP 000882517.1 ALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LK 726
NTDB id 150486 BSM4216 RS00505 WP 048622357.1 SLEKDQLKQIVSLMSDQLTKRLKEQHIELELTDKAKEKIAEEGYDPEYGARPLRRAIQKHIEDRLSEELLKGNIHPGQNV 792
NTDB id 85 BSU 00860 NP 387967.1 SLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHI 792
NTDB id 610 V4T04 RS10165 WP 012897346.1 SLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHV 801
NTDB id 290 KZH43 RS10025 WP 001109677.1 SLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSIL 796
NTDB id 289 SPD RS10700 WP 001109677.1 SLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSIL 796
NTDB id 287 SP RS11210 WP 001109712.1 SLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTL 796
NTDB id 377 SMU RS09275 WP 002262344.1 NLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTL 799
NTDB id 297 STER RS00545 WP 011680614.1 SLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTL 802
NTDB id 329 STU RS10020 WP 011225298.1 SLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTL 802
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NTDB id 290 KZH43 RS10025 WP 001109677.1 KIGVKAGQLKFDIA.............. 810
NTDB id 289 SPD RS10700 WP 001109677.1 KIGVKAGQLKFDIA.............. 810
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