
logo MLRGLKKASQLFAPMIWVL I EMGRQTGFSLSEML I SLFLAS I IT ITLTQFYIRSKPQYLKAQERLE INFDLLW IGDLLRDS IRKA
NTDB id 150399 lpt RS09815 WP 061638310.1 MLRGLKKASQLFAPMIWVLIEMGRQTGFSLSEMLISLFLASIITITLTQFYIRSKPQYLKAQERLEINFDLLWIGDLLRDSIRKA 85
NTDB id 1280 LPP RS09970 WP 011214247.1 MLRGLKKASQLFAPMIWVLIEMGRQTGFSLSEMLISLFLASIITITLTQFYIRSKPQYLKAQERLEINFDLLWIGDLLRDSIRKA 85
NTDB id 1266 GCO85 RS10215 WP 061637208.1 MLRGLKKASQLFAPMIWVLIEMGRQTGFSLSEMLISLFLASIITITLTQFYIRSKPQYLKAQERLEINFDLLWIGDLLRDSIRKA 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GFTPCVSVEKLKTFDSRHAERKI INFQI ENMPQVQLR INRMSDVYTEVTNFMSPTQIV I EESVI SNIKHPL I I SDCRQGEVHTVS
NTDB id 150399 lpt RS09815 WP 061638310.1 GFTPCVSVEKLKTFDSRHAERKIINFQIENMPQVQLRINRMSDVYTEVTNFMSPTQIVIEESVISNIKHPLIISDCRQGEVHTVS 170
NTDB id 1280 LPP RS09970 WP 011214247.1 GFTPCVSVEKLKTFDSRHAERKIINFQIENMPQVQLRINRMSDVYTEVTNFMSPTQIVIEESVISNIKHPLIISDCRQGEVHTVS 170
NTDB id 1266 GCO85 RS10215 WP 061637208.1 GFTPCVSVEKLKTFDSRHAERKIINFQIENMPQVQLRINRMSDVYTEVTNFMSPTQIVIEESVISNIKHPLIISDCRQGEVHTVS 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KIDKLRSNGYQITLKKPLQRFRYNDE IATYLGEWLEETWFTKQNEKGEKTLHYKLFQTEELSPF IHEFYVTRRL IKQRSVLDFAS IGSDK
NTDB id 150399 lpt RS09815 WP 061638310.1 KIDKLSNGYQITLKKPLRFRYNEIAYLGEWLEETWFTKQNEKGEKTLHYKLFQTEELSPFIHEFYVTRRLIKQRSVLDFAIGSDK 255
NTDB id 1280 LPP RS09970 WP 011214247.1 KIDKLSNGYQITLKKPLRFRYDEITYLGEWLEETWFTKQNEKGEKTLHYKLFQTEELSPFIHEFYVTRRLIKQRSVLDFSIGSDK 255
NTDB id 1266 GCO85 RS10215 WP 061637208.1 KIDKLRNGYQITLKKPLQFRYDEITYLGEWLEETWFTKQNEKGEKTLHYKLFQTEELSPFIHEFYVTRRLIKQRSVLDFSIGSDK 255
consensus !!!!!*!!!!!!!!!!!*!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!

logo ETLRKI SVSVRNL
NTDB id 150399 lpt RS09815 WP 061638310.1 ETLRKISVSVRNL 268
NTDB id 1280 LPP RS09970 WP 011214247.1 ETLRKISVSVRNL 268
NTDB id 1266 GCO85 RS10215 WP 061637208.1 ETLRKISVSVRNL 268
consensus !!!!!!!!!!!!!
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