logo

NTDB id 150353 SAGV88
NTDB id 22 SA RS07995
NTDB id 38 MW RS08220
consensus

logo

NTDB id 150353 SAGV88
NTDB id 22 SA RS07995
NTDB id 38 MW RS08220
consensus

logo

NTDB id 150353 SAGV88
NTDB id 22 SA RS07995
NTDB id 38 MW RS08220
consensus

logo

NTDB id 150353 SAGV88
NTDB id 22 SA RS07995
NTDB id 38 MW RS08220
consensus

logo

NTDB id 150353 SAGV88
NTDB id 22 SA RS07995
NTDB id 38 MW RS08220
consensus

logo

NTDB id 150353 SAGV88
NTDB id 22 SA RS07995
NTDB id 38 MW RS08220
consensus

RS08985 WP 001807336.

WP 001557362.1
WP 001566670.1

RS08985 WP 001807336.

WP 001557362.1
WP 001566670.1

RS08985 WP 001807336.

WP 001557362.1
WP 001566670.1

RS08985 WP 001807336.

WP 001557362.1
WP 001566670.1

RS08985 WP 001807336.

WP 001557362.1
WP 001566670.1

RS08985 WP 001807336.

WP 001557362.1
WP 001566670.1

D VLTSV HELL A 65 A I R

ML VALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFS WYLHYSQQAIFNYINYIERNSQFNERAQ
MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQ

MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQ
Pl bbbttt rrrrrrrrrrrrrrrrnt

JBLTISHE AORLLER T L

VIQIQRQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEK
VIQIQRQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVN NKFVTLKLQSIVVQSCLESNRSNLIEK
VIQIQRQGSDTYKGRLSLKNEIYPFFLT KKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEK

A D MU LA S AL VLU LV

HKQFIMNRIYDSGIKFPDRIMWLITGDVKE NEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGIT
HKQFIMNRIYDSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGIT
HKQFIMNRIYDSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYIMPLKRLNLPLFVIKGIT

VeI SRR TV RN KL UL RESRSEH P

IIVLALFAQYTNYAPSAVRAIIMTTLVL ITKQIKIKBIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ
IIVLEL AQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ
IIVLALFAQYTNYAPSAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQ

IR THALAOE AL AL HLI A1 A S LAY

QLSKLQSLFIITFIAQLASFIVAIPRFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFH
QLSKLQSLFIITFIAQLASFIVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFH
QLSKLQSLFIITFIAQLASFIVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFH

) LLILFTRIEPEVAO) b 1S LRV T LT T T LY

DWLLDLFTRIKQSHFSVPKFNDWIFI FIISVYYIFWLLAKRKYILVTFWTIIILTLLITFPTNSHHKITMLNVGQGDSI
DWLLDLFTRIKQSHFSVPKENDWIFIIFIISVYYIFWLLAKRKYILVTFWTIIILTLLITFPTNSHHKITMLNVGQGDSI
DWLLDLFTRIKQSHFSVQNKFNDWIFIIFIISVYYIFWLLAKRKYILVTWYWTIIILTLLITFPTNSHHKITMLNVGQGDSI
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ORI RTINS K LR et L Y

LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKG
LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKG
LYEGGKNQNVLIDTGGKVIDDTKQPSYSISKYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIINIYNKG

(OO LKL DORAESHRDSELHF AGKNIER 1 TORHLL ML

YSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL
YSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL
YSSNTLMLLSKLSHKYNIKLWDVRQOVSSFKLGDSSFLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLL

L EDILAY oS RS S L ATENRLR IR T (LN

KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRIRSRIYNSQQONGQVTIDLDDNL
KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNL

KKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSGKNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNL
N

(A

KVDSESYGNASG L K]
KVDSNSYGNASG L K]
KVDSNSYGNASG L K]

X non conserved
B similar
> 507 conserved
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