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NTDB id 150152 NH16 RS05750 WP 048592760.1 MSEKQLLRNQVPENLTWDLSSIFPTDEAWETAFNETRKSAQELSKYAGHVGDSADVLKEALEADLAVERQFEKVYVYAHQIYDQD 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ...MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQD 82
consensus *** ! ***! !!!!**!!*!! !!! * ! ! !!!!* !!! ! ! ! * * ! !!*!!!!* !!!

logo TTNVGQKLYQSAEYNQAKRAVQSGNLYASEQLSAEANFTAFYFEQPEFVLMALDPDNEKKLADAEFYKLEAQETAPGLGKKLYADHFYFDERVLKLANRKDPHTVLPSAQEAQEAELLAAGAGSDI FNAGPS
NTDB id 150152 NH16 RS05750 WP 048592760.1 TTNQKYSAYNARVQGLYAELSANTAFFQPEVLALPNEKLDAYL.ATAGLKKYAHFFDVLKARKPHTLPAEQEALLAGASDIFNAS 169
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGP 167
consensus !! ! !*!* !! !! !*! !! *!!* !! * * *!! ! !*!* ! ! !*! !* ! ! !!!*! !!!!**
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NTDB id 150152 NH16 RS05750 WP 048592760.1 EQTFGALDNSDIVFGDVHTETGEIVPLTNGLYSLLLESKDRSLREEAFTTLYDSYIALQNTFASTLSSHVKGHNFLAKTRHYDSA 254
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSA 252
consensus !! !!! !!*!* !* !**!*!!*! * !*!!!!! *! !* *! *! !*!*! !! *!! !!* !! !!! !!
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NTDB id 150152 NH16 RS05750 WP 048592760.1 RQAAVTANDIPESVFETLTKTVDANLPLLQRFVSLRKKILNVDDVHSYDLYVPLVDEINFEVTYEKAKDIVLAALAPLGEDYIAI 339
NTDB id 480 HSISS4 RS02090 WP 002890133.1 RHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETALTYEESLKKAEEVLAIFGEEYSKG 336
consensus !*!!* !! !!!!!***! *! *!!!!*!** !!!!*! *!*** !!*! !! * * *!!! !!* !!*!

logo VHQAKAFDTERWIDVHVEPNKGKRSTGAYSGSGASYDTKNAPF IMLLNWQDNNTLDNNLVFYTLAVHEMTGHSLVHSTYFTRHQNTQEPYHVYGDYP I FLAE IASTTNE
NTDB id 150152 NH16 RS05750 WP 048592760.1 VQKAFDERWIDVVENKGKRTGAYSSGSYDTKPFILLNWQNNLNNVYTLAHEMGHSVHSYFTRHNQEYHYGDYPIFLAEIASTTNE 424
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNE 421
consensus !* !! !!!!!!**!!!!!*!!!! ! !!! *!*!!!!! ! !**!! !! !!!*!! !!!* !*!*!!!!!!!!!!!!!!!!!
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NTDB id 150152 NH16 RS05750 WP 048592760.1 GLLTDYLLKTNDDPKFQAYVLNQYLDGFKGTVFRQTQFAEFEQWIHEQSAAGVALTADEMSRFYGSLNQKFYGSDLFPDEAIAYE 509
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFE 506
consensus *!!* !!! !*! *!!*!!!!!!!!!!!!!!!!!!!* !!! ! ! !!!! ! * !* !! !*! * ! *!
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NTDB id 150152 NH16 RS05750 WP 048592760.1 WARIPHFYYNFYVYQYSTGEAAATTLAERILTQ..NGAEDYKNYLKAGNSDYALNVIKKAGVNMSQPDYLNEAFKVFEERLNEFE 592
NTDB id 480 HSISS4 RS02090 WP 002890133.1 WERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELE 591
consensus ! !!!!!! !*!!!!! !! !!!* !!!*!** ** ! ! !!!!! !!!*! !!!!!!! !***!!! !!!!!!*!! ! !



logo

A
K
I
L
M
V
E
LKGVHLS

NTDB id 150152 NH16 RS05750 WP 048592760.1 KIMLK..... 597
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALVEKGVHLS 601
consensus ** !*****
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