
logo MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTI LSE I SNGAPCNQI LSL IGYSDTIVMQVY
NTDB id 15 SA RS07770 WP 000776422.1 MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIGYSDTIVMQVY 90
NTDB id 31 MW RS08000 WP 000776422.1 MKLQWINTFKLHSKKRQLSKAQQIDLLSNLCNLLKYGFTLYQSFQFLNLQMTYKNKQLGTTILSEISNGAPCNQILSLIGYSDTIVMQVY 90
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LAERFGNI IDVLEETVNYMKVNRKSEQRLLKTLQYPL I LVS I F IAMI I I LNLTVIPQFQQLYTSMNIQLSSFQKTLSFF ITSLPTI IVVM
NTDB id 15 SA RS07770 WP 000776422.1 LAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLSSFQKTLSFFITSLPTIIVVM 180
NTDB id 31 MW RS08000 WP 000776422.1 LAERFGNIIDVLEETVNYMKVNRKSEQRLLKTLQYPLILVSIFIAMIIILNLTVIPQFQQLYTSMNIQLSSFQKTLSFFITSLPTIIVVM 180
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo L I IVSMLAI IMKL IYNNLNMLNKINFVMKLPL I SGYFQLFKTYFVTNELVLFYKNGITLQS IVDVYINHSSDPFRQFLGKYLLTYSEMGY
NTDB id 15 SA RS07770 WP 000776422.1 LIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQSIVDVYINHSSDPFRQFLGKYLLTYSEMGY 270
NTDB id 31 MW RS08000 WP 000776422.1 LIIVSMLAIIMKLIYNNLNMLNKINFVMKLPLISGYFQLFKTYFVTNELVLFYKNGITLQSIVDVYINHSSDPFRQFLGKYLLTYSEMGY 270
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GLPQI LEKLKCFKPQL IKFVLQGEKRGKLEVELKLYSQI LVKQI EDKAIKQTQFLQP I LFL I LGLF IVAIYLVIMLPMFQMMQS IK
NTDB id 15 SA RS07770 WP 000776422.1 GLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIKQTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQSIK 356
NTDB id 31 MW RS08000 WP 000776422.1 GLPQILEKLKCFKPQLIKFVLQGEKRGKLEVELKLYSQILVKQIEDKAIKQTQFLQPILFLILGLFIVAIYLVIMLPMFQMMQSIK 356
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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