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NTDB id 1245 Cj1673c YP 002345041.1 EIYGPESSGKTT AINOMOKINGGUIMAF IDAEHA LDYRYY ARSI GV Ng§D Ll SQPDIRGEQALEI\Y 141
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NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT AINEQOKINGGNAMAF IDAEHALDYA:IY AL GV iy SQPD GEQALETI]H 143
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDGEQALEI 158
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VIAF DAEHAIRIDPWY ABRRIL G V)Y GEQALEI[e 142
NTDB id 1124 NGFG RS03960 WP 0036883695.1 EI GPESSGKTT VIGAF DAEHAIIDP\Y AIRAYL G V)Y GEQALEI(® 142
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT VI§AF DAEHAIRIDPWIY ABRYL G V)Y GEQALEI(# 142
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INGAFTDAEHALDUMYY AIDIYL. G VIY GEQALEIIN 150
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NTDB id 600 KW2 RS01765 WP 011675413.1 DSVAALWPKAEI G MGDSHVGLQAR . 235
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NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 221
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIJGLQAR . 233
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NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
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