
logo MLAHSKKMRWER I
VQERPTDAQADKAVEKESLATESQLHS IVSTPLVASLLMVKNRDGFIDTTAVDEESARHLFLHYLTKTDAEDNFMHYDPFYELLMKDGMDKEIAVAVDER IKQQRAIRSDQEQEKIMI

NTDB id 149848 BEH RS20395 WP 046217876.1 MLHSKKRWRVQETDAAKAEELASQLSVSPLVASLLMNRDITTVDEARHFLYLTDENMHDPYLLKDMDIVVERIQRAIRDEEKIMI 85
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQEKIMI 85
consensus !!*!! !! *! *! ! ! !!***!!!!!!!* ! ! * !!*!!* ! *!!* *! ! *!! !! !!!!!

logo YGDYDADGVSTSTSVMLHTATLQRKTLGSAHQVDFYIPDNRFKTEGYGPNEGQAFRHS IGKEQRGFYSTL IV ITVDTGIASAGVHNEADKVAEKECLGFLDLVI ITDHH
NTDB id 149848 BEH RS20395 WP 046217876.1 YGDYDADGVSSTSVMLTALRTLGAHVDFYIPNRFTEGYGPNEGAFRHIGEQGYTLVITVDTGISGVNEADVAEECGFDLIITDHH 170
NTDB id 354 BSU 27620 NP 390640.1 YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKELGLDVIITDHH 170
consensus !!!!!!!!!*!!!!!!* ! ! !*!!!!!! !! !!!!!!! !!!*! ! !**!*!!!!!!! *!*!! !! !*! !*!!!!!!

logo EPGPELPDKAVFRAI IVHPKLQPSGCERTYPFKELAGVGVAFLKI
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NTDB id 149848 BEH RS20395 WP 046217876.1 EPGPELPKAFAIIHPKLS.ERYPFKELAGVGVALKIGQALLGEISPALVELAAIGTVADLVPLQDENRYIVQKGLHYLRHTNRPG 254
NTDB id 354 BSU 27620 NP 390640.1 EPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLIATLGLERLRRTNRLG 255
consensus !!!!!!! !!*!!! *** !!!!!!!!!!!! !***!!!!!*** !**!!!!!!*!!!!!!*!!!! ! !!* !!*!!!*!
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NTDB id 149848 BEH RS20395 WP 046217876.1 MKALLNVCGVNQKEITEETIGFAIGPRINAIGRLEQADPAVHLLMTTDQEEAESLAEEIDQCNQERRNIVKEITDQAIEMVKTQF 339
NTDB id 354 BSU 27620 NP 390640.1 LKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKERQKMVSKMTDEAIEMVEQQG 340
consensus *! !* **! ! !!!*!! **!!*!!*!!*!!!!!!!!!!!* ! !!! !! !!!!*! !! *! *!! !!!!! !
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VGIVASKRLVDNERFYRPATIVLGIDEEGKGKIAKGSARS I ERGFDNLFAENSLSEKCRDI LPHFGGHPMAAGMTLAK
NTDB id 149848 BEH RS20395 WP 046217876.1 PPEENAVLVLAKEGWNPGVIGIVASRLVNEFYRPTIVLGIDEEGKIAKGSARSIEGFDLFANLSKCRDILPHFGGHPMAAGMTLA 424
NTDB id 354 BSU 27620 NP 390640.1 L..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFESLSECRDILPHFGGHPMAAGMTLK 423
consensus ***** *!*!! !!!!!!*!!!!!*!! !!!! !!!!!!!! !!!!!!!!! !! !! !! !!!!!!!!!!!!!!!!!!!
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NTDB id 149848 BEH RS20395 WP 046217876.1 LENVSLLREKMNKFGHELLSEEDFIPAVNIDVKASLDEITTDSIEELNKLAPFGVNNPKPKVLIKDVPISSMRKIGADKTHLKVV 509
NTDB id 354 BSU 27620 NP 390640.1 AEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMT 508
consensus ! !* !! **! ** !*!!!!!! *!* * ***!! *!! !*! ! !!!* !!!!*!!* ** *!!!!! !!!*!*
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NTDB id 149848 BEH RS20395 WP 046217876.1 VGDADCSLDGVGFGLGYLHDRISPLAHVSLVGELTINEWNNRRKPQIMLEDASVEEWQLFDVRGVRKVSTFLADYITSDMLLVAF 594
NTDB id 354 BSU 27620 NP 390640.1 IRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSF 593
consensus * * !!*!!! ! !** ! ! **!*!!!**!!!!!!!*!!!*!* !! ! !!!!!!*!! ! * ** *! !
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NTDB id 149848 BEH RS20395 WP 046217876.1 NEKTVQKEEFASYIDQVRLINSEKSTNELQGYEGDIVLLDVPPSLETLKTLMSGCKPARVYMLFLTEEDHFLNTVPTRDHFKWYY 679
NTDB id 354 BSU 27620 NP 390640.1 KEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYY 678
consensus ! * !**! ! * !!!!!*!!!!* ! !* !* ! !*! *!! *!!!!! ! ! !!!!!!!!
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NTDB id 149848 BEH RS20395 WP 046217876.1 GFLLKKGPFDLKRYKQDLALHKGWTKETIDFMSQVFFELEFATIENGVISLVQHTPKRDLIESVTYKTKQEQLQVEKELIYRSYG 764
NTDB id 354 BSU 27620 NP 390640.1 AFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAE 763
consensus *!!!!*!*!!*!** *!! !!!!* !!! !!* !!!*! ! !!!!!*!*! * *!!!! *! !! !! * ** ! ! !

logo ELKELWFLENHKFLMRKQSDSSVEIANEYEES ITRSRT
NTDB id 149848 BEH RS20395 WP 046217876.1 ELKELFEHFRKSSVINEEEIS.. 785
NTDB id 354 BSU 27620 NP 390640.1 ELKEWLNKLMKQDSEAYESTRRT 786
consensus !!!! * ! ! **
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