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NTDB id 149824 BEH RS03780 WP 040057152.1 MNNKKKGLGLLCLLFLLLTGCDNKPH..KIEKVGLLIPSTVNDQVWGTKGYTGLVGIQSEFGVDIFYKEKIDSESVIEEAVEEFH 83
NTDB id 94 BSU 11300 NP 389012.2 ...MITRLVMIFSVLLLLSGCGQTPFKGKIEKVGMLFPDTINDLVWGTKGYKGLLNIQSKYNVDVYYKEGVKTEEDIINAIEDFH 82
consensus *** ! *** * !!!*!! * !***!!!!!!*! ! !*!! !!!!!!! !!* !!! * !!**!!! * *! ! !*!*!!

logo KRGVNLLVFYGHGDSEIYATEPVFNKLLVGEKDKYPDMEHFVGI FSNAGDKAKAEDNVTSLVHNFSAGEYAMGFFGGMTVAAGHKMS
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V IAASFYATWQPEVDKGFAI
NTDB id 149824 BEH RS03780 WP 040057152.1 KRGVNLVFGHGDIYTPVFNKLGKKYPDMHFVGFNGDAKEDNVTSLNFSAYAMGFFGGMVAGKMTETNQVGIIAAYAWQPEVKGFA 168
NTDB id 94 BSU 11300 NP 389012.2 KRGVNLLYGHGSEYAEVFNLVGEDYPDMEFVISNAKAKADNVTSVHFSGEAMGFFGGMTAAHMSKTNQVGVIASFTWQPEVDGFI 167
consensus !!!!!!**!!! ! *!!! *! !!!!*!! !* !! !!!!!**!!* !!!!!!!! !**!* !!!!!*!! * !!!!! !!
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NTDB id 149824 BEH RS03780 WP 040057152.1 DGAAFQNKKVNVDIRYVHSWDDVQAASHILNNMLQKNVDVVYPAGDGYNVPLIEELKERNLYSIGFISDQSHFGGNTVLTSTVQD 253
NTDB id 94 BSU 11300 NP 389012.2 KGAKYENPDIEVNTKYTDHWDDDTTAVKLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQSDLGENTVLTSTVQN 252
consensus !! * !* * ! *! **!!! ! ** * ! * !!!!!!!!!!!!!*! *! !! !!***!!!* ! !!!!!!!!!
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VDEQDSFQREQKR IAQKRDL I EKTYNQKTGEKLPKNENEK
NTDB id 149824 BEH RS03780 WP 040057152.1 VAHLYVVAAEKFDKGELQSGNAYFDFQDGVVSMGEFSQNIDESFREKIQRDIETYQKTGKLPNEK 318
NTDB id 94 BSU 11300 NP 389012.2 VDKAYEIIAEQFNKGTLEGGDHYYDLNTGVVEMGTFSPLVDQDFQQRIAKLIKTYNKTGELPKNE 317
consensus ! * ! * !! ! !! ! ! *!*! * !!! !! !!* *! ! *! * ! !!*!!! !!
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