
logo MKTRNQRSHKGVI FLIASRRIQI
F
L
G
I
S
V
I
L
M

A
S
I
G
T
A
L
S

C
L
VAYA

I
S
A
L
M
I
F
L
S
M
A
L
M
S
Q
V
P
A
V
Y
A
L
S
L
Q
K
A
A
D
Q
A
N
V
A
D
N
S
I
M
L
E
K
I
T
K
T
S
N
I
L
V
D
K
V
P
V
A
L
M
N
A
P
Q

I
L
A
P
E
G
D
N
Q
G
R
I
T
V
R
E
L
I
D
K
R
F
L
V
A
M
QFDSNAEKGLPLVPAKPQALQPARQGSAFYI

T
Q
I
L
T
A
Q
E
K
N
QPPSAR I

L
A
V
I LDLF IPDGSKTVAGTDQNSMQGKQI

L
A
E
G
K
P

SDKT
Q
S
K
L
N
S
K
T

K
R
I
P
E
S
T

I
L
V

NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILILIS..ASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQKTKTI 83
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILILIS..ASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQKTKTI 83
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..KSLIPV 82
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..QSKISV 82
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..QSKISV 82
NTDB id 149807 IYO RS26210 WP 017682642.1 MTRILSIIGVSLC.IAMLSPVLQAANLKTLDVAALPGDRIELKLAFDAPVP.APRGYTTAQPARIALDLPGVTSQLE..TKSREL 81
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALL.AAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..TKNREL 81
consensus ! ** * ** * *** *** ** * ** ********** ! **** ! ** ***! !**!!* * * ** ***

logo

G
S
T
A
Q

V
L
T
N
G
N
S
E
T
L
A
H
R
SS IYVTVNDI

V
S
T
V
E
Q
A
S
A
V
D
K
Q
G
D
K
Q
DRASTVRAVLVTI ILVENLDTKRTDTALSASVGPASFYSTSGTSRTVDAEGSNI

N
T
V

L
Y
F
F
S
I
V
LKVVLIGNQGNSGISAKAPSQSANTAGTDSLNAQSTFKAVEASNQSPTKATEPTVAFMVIGKTAQSRPALVAPATVPSPYAPQVP I

S
K
S
A
PKN

P
F
S
Y
Q
V

A
I
S
V
V
P
N
A
P
A
G
Q

Q
V
K
P

K
R
H
Q
A
E
G
V
I
G
K
R
S

NTDB id 1257 GCO85 RS04855 WP 163621000.1 QLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKEVFIT...............NQVVNAKHEIK 153
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKEVFIT...............NQVVNAKHEIK 153
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT...........PVAT..........SAPAPQQGIG 146
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK...........PLPV..........VS.AQPQGVS 145
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK...........PLPV..........VS.AQPQGVS 145
NTDB id 149807 IYO RS26210 WP 017682642.1 GTGNARSVVVVQAQDRTRVIINLTTLAPYSSRVDGNNLFVVIGQGAAAAQASQPTTAMGAQRVAVPPPVPSSAKPFIPAGVKAIR 166
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAP.VKASPAPASYAQPIKPKPYVPAG.RAIR 164
consensus ** * !* ** *!*!****! * ******!* * **** * ** * ** ***

logo

R
N
V
IGDFRQGR I

G
A
S
E
L
K
Q
Q
G
G
EGNRLVLVVI EDVLQLSNDGPSTSTGNLITASP I

P
VDI

V
T
Q
E
Q
V
QGGKSEKVIRVLIVDNRTFPAILKNGI

TQKLIPDELTAPNHLMRAKVRRYLNDTVTKNSDFHASTPVASQFISVINSTDSMAQSYAQNQTEDSKGSDGKNRVKATVGRSVMI LSTI ELQPSTKSGALDSFYDGEHYLSFM
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHF 238
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHF 238
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYM 231
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYM 230
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYM 230
NTDB id 149807 IYO RS26210 WP 017682642.1 NVDFQRGELGEGNVVIELSNPSIAPDIQEQGGKIRVDFAKTQLPEPLRVRLDVKDFATPVQFVSASATGDKASILIEPSGAFDYS 251
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYL 249
consensus ***!**** **! !***** * ***!****! **** ** ***! ! *!*** !!**!!* * * *** ** **! **! ****

logo

V
A
F
YQTVADNEKNRQKFLMTVIDS ILVRFKRPMLPQTNTADNKEDEALVINDEVRLQRTNARSASLKAKLYNDKNTKFPQANVFYSTGENKRKI

LSLDNFQNDIDSE I
VRASRVLQL ILADFTDNGLINLMVTVAASDKTSVQGGDNITLHRLNQKNDI

VPWDQALDLIVI
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDII 323
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDII 323
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AYQAENKLTISLKRPQDN.VRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDII 315
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDII 314
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDII 314
NTDB id 149807 IYO RS26210 WP 017682642.1 AFQTENKLTISVRPLTNEDLDRRAADKPVYTGEKLSLNFQDIDVRSVLQLIADFTNLNLVASDTVQGGITLRLQNVPWDQALDLV 336
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLV 334
consensus **! ************ *** * **! **!!*!!*!**! !!!!*!!!!**!*!**!*!!!*!!!*!***!!!!!!!**



logo LTKTQKNGLDKRKRLVKNGSNVLMIWLVIDATPAKVSDASE I
M
L
A
D
I
A
K
S
A
M
REREDQEQEALEKSAI

L
V
Q
K
Q
A
T
Q
S
I
T
A
E
V

E
KLEAP I

LQRRSTDEYLLI LQI
V
L
K
NYAKAGADI EMAGVKLFIKQTDSQKVGRQSTSNADSNEGSGTNQSGNLSQNHTSGGGTSTSTN

NTDB id 1257 GCO85 RS04855 WP 163621000.1 LTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDKQ................... 389
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDKQ................... 389
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN.........TN 391
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTN 399
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTN 399
NTDB id 149807 IYO RS26210 WP 017682642.1 LKTKGLDKRKVGSVLLVAPADEIAARERQELESLKQIAELAPLRRELLQVNYAKAADIAKLFQSVTSAE................ 405
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVTSDGGQ.............. 405
consensus !*!**!!!!* !*!***** *** * !******* ** *!*!*********!!!!*!!* !* *

logo

G
L
S
N
A
T
T
GVEDPSLGDNSNVENGGTSKLAELEGSEGDPRGKSTI STLQVDPADRTNNSTLIWIAIQYNQDPTSAGQDETQRSKLI EDQELVIRERKI

L
M
V
I
K
S
D
L
QLDVIQPVRKQVLMVI EAR IVREVANSTKVTGDSYFDNTSQKQSDEMILG I

V
K
RWGGVIALSTYRSHNPQGTSHI

NTDB id 1257 GCO85 RS04855 WP 163621000.1 ............NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTH 462
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ............NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTH 462
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGI 476
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGI 484
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGI 484
NTDB id 149807 IYO RS26210 WP 017682642.1 .............SKAEERGSITVDDRTNNIIAYQTQDRLDELRRIVSQLDIPVRQVMIEARIVEANVDYNKQLGVRWGGSTNTS 477
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ............EGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYH.. 476
consensus **** !!*!**!*!!!******** *****!*** *!!**!*!!**!!!!!*** *****!**!!* **

logo

G
N
L
T

K
Q
N
S
G
N
S
NNTLLEVGAGNSELTGTKNLWSTNGTALYRNEGKLPKDDGSKDNGIDGIKDEDGME

N
A
CGPE I

TTAPGSAGCGNYKT
V

F
V
Y
N
P
T
L
T
I
S
T
E
G
R
N
T
R
S
L
K
T
N
R
L
S
P
N
P
D
S
V
L
N
A
P
L
A
F
N
A
VPDLTGAGVKTSADGNTTAPGASTAGVSSGIGAI

F
L
A
G
F
K
L
V
L
I SLMN

T

N
D
S
D
N
T
F
I
I
L
MLDLQEL

NTDB id 1257 GCO85 RS04855 WP 163621000.1 LSG..TLEGANEL....ARG.................TAPANVVPLERRLNLDLAAVPLTGATPASVGIALAKL.NDNILLDLEL 523
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LSG..TLEGANEL....ARG.................TAPANVVPLERRLNLDLAAAPLTGATPASVGIALAKL.NDNILLDLEL 523
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NQNSNLLVGGSETTLWNLRNPDSN.................GTYTIE...RPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLEL 541
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TNNNNLLVGGSETTLWNLREPKKD............ETTGGYKYTIE...RPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLEL 553
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TNNNNLLVGGSETTLWNLREPKKD............ETTGGYKYTIE...RPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLEL 553
NTDB id 149807 IYO RS26210 WP 017682642.1 GS...........GKWTTYGLDDNGD.......EAG........NTSGNLTSNVPFVDLGAAGA.TSGIGLGFV.TNNTLLDLEL 534
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .K...........GNWSGYGKDGNIGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQL 547
consensus * ** * * ** * * * ** * * **!** * * *!*** * * *!!!*!

logo SAMLQEKSAETDGNRYAGE I
L
V
V
I SQSTPRKLVI

V
M
S
TSTANDQKEQKATAVKVI ELAKSTGSTVEQQE I

VPYQSESATSTNSSAGAGSTATSATVTASFKDKEAASVLLSLKNEVTPNSQITPDNGRKI IQLVMDKEVLNDKQVIANSTNQKDAETS IVPNADSSGPYLQYANQ
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.Q 604
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.Q 604
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.Y 625
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.A 637
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.A 637
NTDB id 149807 IYO RS26210 WP 017682642.1 SAMEKTGNGEIVSQPKVVTSDKETAKILKGTEIPYQESSSSGA...TTVSFKEASLSLEVTPQITPDNRIIMEVKVTKDEPDYLN 616
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQN 629
consensus !!** *! *!**!*!*********!** *! **!!!****!*! ****!!*!*!!! !!!*!!!!**!**** ***!** *



logo

M
T
A
L
Q
V
F
P

L
NGEVALPAPI LIKINTKKNTNEVIQNATKNI

VL IVSDNDNGQETVI IV I
LGGI

V
Y
F
K
S
E
N
Q
E
D
T
K
Q
T
M
S
N
N
K
A
S
V
I
Q
V
D
E
N
T
R
K
I
VPFLFGEDVILPYVLVGI

RLFKSRNRKTRDATQVI
V
K
T
S
E
L
D
A
R
S
D
K

N
K
S
E
N
QELLVI F ILVTPR I IMVTNDNAQTI

A
L
V
A
I
S

A
G
S
I
R

I
V
T
N
G
S
T
H
I
R

NTDB id 1257 GCO85 RS04855 WP 163621000.1 TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTI 689
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTI 689
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 APNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 APNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 149807 IYO RS26210 WP 017682642.1 AVLGVPPIKKNEVNAKVLISDGETIVIGGVFSNTQSKVVDKVPFLGDVPYLGRLFRRDVVSESKSELLVFLTPRIMNNQAISVSR 701
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
consensus * *!** **********!***!*!***!!** ** * * **!!*!**!**!*!!*** *** **!!!*!*!!!!*** *

logo

EGREKDVYK
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 EGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ......... 721
NTDB id 149807 IYO RS26210 WP 017682642.1 ......... 701
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ......... 714
consensus

X non conserved

X similar

X ≥ 50% conserved


