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NTDB id 149779 ACG33 RS13895 WP 066922060.1 MLGFFKKSKSDSTP.................................................................. 14
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NTDB id 149779 ACG33 RS13895 WP 066922060.1 ......................SKSPPHPQTAVSRPGLFKRLREKLNRGDSWLTYDLANLLPGGRIDETVLEELEMRLIT 72
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NTDB id 149779 ACG33 RS13895 WP 066922060.1 ADVGVETTEKILADLRGKVARQELGDLDALIAALRTSLLDILQPRARPLKIDADLAPFAILVVGVNGAGKTTTIGKLAHH 152
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 149779 ACG33 RS13895 WP 066922060.1 FKAQGMKVILAAGDTFRAAAVEQLQAWGRRNDVTVIAQSTGADPAAVAFDAMQAAQARGFDVLLADTAGRLHTQSNLMDE 232
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEE 319
consensus ! !!! !*!!!!!!!!!!! !!!!!!! !! !!!! !*!!*!*!!!*!!!*!!! !!! !**!!!!!!!! !! *!!*!

logo

I
L
K
RKVKRVLMGQKRAIDIAPGAPHE I ILLVVLDANS IQGQNALVNQQAVKRALFDNADALGLVTGI

L
I
V
L
VTKLDGTAKGGI LVAFAI

LASDELRDP I
VP I

VRYIG I
VGEAG

NTDB id 149779 ACG33 RS13895 WP 066922060.1 LRKVKRVMGRIDAGAPHEILLVLDASQGQNALQQARLFNAALGVTGIVLTKLDGTAKGGIVFAIASELDIPIRYIGIGEA 312
NTDB id 1118 NGFG RS11455 WP 003696286.1 IKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEG 399
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NTDB id 149779 ACG33 RS13895 WP 066922060.1 AEDFAEFDAPAFVDAVLKKD 332
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