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NTDB id 1169 A1552VC RS11075 WP 000648511.1 WKA..... TQTLP KNMR, K NSNK L 73
NTDB id 1402 DSB67 RS12670 WP 010643257.1  .MK..... IE\PQEKNMR, NSSK Q F 72
NTDB id 1113 AAA85695.1 219..1451( ) AKNGGFSLFKKEKRI RHSASDKL NG SINFIRAE EXWRIK KIFAINREMIRPLOEMTRIVE . . . . . F 75
NTDB id 1112 NGFG RS09215 WP 003689811.1 AKNGGFSLFKKEKRI RHSASDKLMN[EMSEFISAEENRKKIRAISRENIRPLOETRVE . . . . . F 75
NTDB id 1198 PSJM300 03950 AFN76868.1 CMAL. ... QKINIKNSVIAT QejA . F 71
NTDB id 1059 ABD1 RS01610 WP 000279215.1 WAV..... KKQM PTIA KV . LEGLFKJQSQANT LANENG 74
NTDB id 1016 ACIAD RS01680 WP 004920476.1  AA..... KKTQV PVIZA KT . FEGLLK)QWKPLpEIANNY T4
NTDB id 149777 ACG33 RS12030 WP 066921499.1 WSQ..... AA AQQFPT K[EK . F.K.SGQSANTEDPEIARG 71
NTDB id 1252 GC085 RS07730 WP 011213805.1 .MD ..... KN PPlLTH AleQ . FDR . KNJQGNQ ADENEAT 72
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 153
NTDB id 1402 DSB67 RS12670 WP 010643257.1 152
NTDB id 1113 AAA85695.1 219..1451( ) WAG PL QAF LAPYFDYCNLVGE 155
NTDB id 1112 NGFG RS09215 WP 003689811.1 INAG PL QAF INSRINF SNHIZKNER)R FYAGNIRY A A[GNT G 155
NTDB id 1198 PSJM300 03950 AFN76868.1 IMAGVPL Q F WY LRKIAPR]YFDBJLYCNLV GEQSGESLERS 151
NTDB id 1059 ABD1 RS01610 WP 000279215.1 IMAGVPLVQ F INWIALRKMPEIEDNL CHLV  GEQSGELERN 154
NTDB id 1016 ACIAD RS01680 WP 004920476.1 IMAGVPLVQAF YA LRKMP[]Y FDNL < CSL GEQSGHLEM 154
NTDB id 149777 ACG33 RS12030 WP 066921499.1 IXAG P VQF 151
NTDB id 1252 GC085 RS07730 WP 011213805.1 I3 G PLVQAF 152
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 RANNRERIN Q 233
NTDB id 1402 DSB67 RS12670 WP 010643257.1 R ATY EK Q 232
NTDB id 1113 AAA85695.1 219..1451( ) ARYKEK 235
NTDB id 1112 NGFG RS09215 WP 003689811.1 AMYKEK 235
NTDB id 1198 PSJM300 03950 AFN76868.1 ATYKEK INMEFGA LPAFT ARG L 231
NTDB id 1059 ABD1 RS01610 WP 000279215.1 ARYKEK INIFGADLPAFTQ V I 234
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYKEK INNFGADLPAFTQ V N 234
NTDB id 149777 ACG33 RS12030 WP 066921499.1 ATYKEK ISGFGADLPAFTQ V 231
NTDB id 1252 GC085 RS07730 WP 011213805.1 ICGFGADLPAIUTINNV gy 232
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 AT 313
NTDB id 1402 DSB67 RS12670 WP 010643257.1 312
NTDB id 1113 AAA85695.1 219..1451( ) RTWATIRFAAGVPLVDELINSTAGAEGN 315
NTDB id 1112 NGFG RS09215 WP 003689811.1 TIRFAAGVPLVDRLBSTAGAJNGN 315
NTDB id 1198 PSJM300 03950 AFN76868.1 l RTL T FAAGVPLVDALSAGATGN 311
NTDB id 1059 ABD1 RS01610 WP 000279215.1 SMRTLAT FAAGVPL DALJXSTAGATIIN 314
NTDB id 1016 ACIAD RS01680 WP 004920476.1 SMRTLAT FAAGVPL DALSTAGATN 314
NTDB id 149777 ACG33 RS12030 WP 066921499.1 RTL TFAAGVPLV ALIWSNAGATGN 311
NTDB id 1252 GC085 RS07730 WP 011213805.1 RTL B FAAG PLV ALJASNJAGATGN 312
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